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#j s butiu«K«e>e>ns. ^©**^bh fluffs 

(peritoneal metastasis) -5 75: 96-102, 1996, Jpn. Surgery 19: 

153, 1989) . mmmmiz. m&wm^w&<DnmMj£-cmhmm<Dm^*><D'v& 

ftT^&H. MUSa^X^^X^ffiCscirrhus gastric cancer) C4#8fc«&jiJg 
m&L^%.Z> (B^fS 81:21-49,1992) . 

l^<^f,n5t$nT^§ (Bt^^li 23:1813-1820, 1990. B^^lt 
25:763-774,1992) 0 

JSI*0CUM-2IID3*««3i$nfc, 0CUM-2MD3«, Hlg^g d Lid < ^$H*0CUM-2M 
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tiZWetoZ. — ^^r<DMW0Cm-2M)m. 5X10m^±<aMf&T100%©jia 
^fi£^^e>nS(Br. J. Cancer 72:1200-1210, 1995, Clin & Exp Metastasis 14: 
43-54, 1996) . 0CUM-2MD3«, mmCW-lU&^VXOML&lZ&mh* Mmmm* 

\zmm l ts» s n& mm*** £ l z> . dti^T-ic^s: s 
nfc it&*fflii&tfc©# < »£KiHMi&iB - $ u ^©t% ;sisi£#&ttii&4*ocuM-2MD3 

k ttjR»ai»iflai*ocuM-2MD3 ft *m <t l t , Mg«s \z mm? z> t n t?n 

U>«, ^ttOCUM-2M^lt^-COCUM-2MD3{r^V>T{gTL/TV^o ^0^<h«> 
0CUM-2MD3*t|fflJjgFa1^«^ < , ^(DtzVbWMm* £>M£ Z. t ft*##T 

©— OT$>^>MMP-l©^^^%^OCUM-2MiClt^TOCUM-2MD3iC*5ViT±#LTVi 

[6]ftK#^TV^iV^§. ThU^I/'\a)S}@^ft invasion assays 

oTit^T^xh, 0CUM-2MD3«H^c0CUM-2Ml3it^TSViaii^ft^"t, 
ffc^, iilSCDMI^OSStmSH^i l/t, CD44IK>£ 1 -<>"^ , J>:7 

75 u-K>#ft^^^fc$nfco c:n<=><DS*B^te, ocum-2md3t^!^/ljS 

IT^§. JgM^J^^#^E-r^tT^n>^CD44<7), ^bTKBHUJRftflUrr 

0CUM-2MD3<DMM'\^S*ftSj^T^'5pJfigtt^l^^tlT^^(Jap J. 
Cancer Res. 87:1235-1244,1996, Br. J. Cancer 74:1406-1412,1996). 

z:(D^oizmmmm^mnn^m^t^m^(D^i)m^\z^nx^rctft. -t 

a®f&«»C«gtJCo<^«ttft«r"o/S:«rfc»:H : ? : ©»M* j a*nT^*. 
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MtitlZit, ^northern blot^RT-PCR^fflV^nr^^o La>U MMXftm, 
t££. Differential Display** (DD&) fc£^T*&£o b^LDD^«, 

<mmmiz, L,fr%ffim\zfT?z.trfxzz>o ^im^^xms^^wa o 

«b*l-5„ ^(D t fc^{3bX#e>tl7i1f^{i>^^^P^T'r>'Kexpression profile) 



WO 01/09317 



PCT/JP00/05063 



5 

rz\zm-3^T. *mwm*>i$* mmmfrzmmLtc&mmz-D^Tfe, t<Dmm 
n«, x*)ixmm<Dmmmmizmm?zm?&wzfrizx&%^m^&2> 0 

-h \Z 43 \i i Ttf> ^MSiST 3 fltfcTf & -5 0CUM-2M £ <D Jtigt £fT O H £ cfc o T , 

ioi tii? £ ntcmmm * & t \z, cdna ^t^u-stx^u— ^>^-r 
mmmzmmmx^mmzmmu^A^it^T^^m^^^m-r^zL 

*^§BJfcfflVifc^:ScDNA^-r ^^U-«, t'J^+t7^S [K. Maruyama and 
S. Sugano, Gene, 138: 171-174 (1994); Y. Suzuki et al., Gene, 200: 149-156 
(1 997) ] LT^ b fc±&^<DM t> 0)X$> Z> o *t(Dh' m^MUm^X £ » 
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3' mm.&&M (D±ffift&BA e>^(c^nx^^o^ rz^t <D±&mmmm iz -d ^ x % , 

-T 7? iZ x- ^ ^- X fl: $ tlT t^s , 

zcD^-p^-x&m^T.m&yznzj:^* yTU>^^)umm<DmM:\z 
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Cl] TIB (a) fr*> (d) <D^-?tlfrlz$2m.(D# l )?.?UJr^F 0 

(a) mi iz^Tmmmnizmmztifri&mmm&^-rnfr&^tstfij * # 

(b) mi iz^ffifim^\ztzM<D7^;mmp\(D\,*Tnfrfrztzz>?>/i 

(c) miizttmmm^\ztzm<D^Tnfr<D7*;mmm\z&\,*T. i ^ 

(d) mi izttmmm^iztzmznfc^nfr<Dm.m&wfrzt£&#v* 
frzte&wmntmifemzm^fy^zm&n-FT&tfvxzuyi-^p. 
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[3] Cl) , C2) HgE«c<D^Up?^U^HfC<fcoTn-H$ 

C4] ci) , is&tt C2) jcEmo^g^^u^Kfe^tr^^^-. 

C5) Cl) , fcL<te C 2D ^8a*©#U^^U^H. (4] 

(73 Cl) » C2) t8B*©3j?U5?^ l/*5Ph\ £fcte^-<D*B*it 

C8) C3) fc|HIRwSeK*fctt»^^K^'rslft*. 

(9) C3) KBE«©ffieK£, (8) fcffi«©ta#©fcaE#WftJEJfc£ 

CIO) #(Z)Xfg£^iK CD fcE*©#U:*^l':*3 L F©fSS&iWW'r 

(c) ae j ?©f6Sk^;wsr*fl:$-&s«4iMb^«i*a!^ , rsxg, 

C12) #(7)X*i£^t^ ISciaiJfe 

(a) CI) HfB«cD#U^^ H^aij^-r^xg, 

(b) (a) 0>SI£jg#£W«©#££Hatttt£Ig 
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(b) (a) (DMfe&gz&'Kffioift&tMmttrtZJim 

m. iz & ^ t# i/ ifimt is t v m.fc^-<DMmmmfr z & z> . 

#^BJ£:|3^Ttf U*^ l/rt^Kte, DNA. cDNACDffi, ^r/ADNA, {t^-^^DNA 
ADNAfc^^tl^o 

75 ymumn&M&^mwtc. ^m\^. ztizT^ym&mfrzu&w 
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mz T5aj (#5T#3<Z)5fgUJLk) , T5bj (#5T#12<£>5{gJ^±) , T5cj (#5 

T#3CD3fS^±^0#12<D3fg£Ut) £W,mZ *lfcgB?yT^£n3itfc^te, SCID 
•7^^©&T^tt^fcS»*^Lfct hW«3BBJia (#5) K:fctt5f§5t/&*, IE 
(#3f:fctt#12) T(Dfg3E<fc K) 5 fgJEA±, *SV>ttiE#Wtt«l#3:feJ;tf 

•5 : MAMMA1 002351, NT2RP2001327, NT2RM1000355, Y79AA1 000784, NT2RM4001382, 
NT2RM1000055, PLACE1008947, MAMMA1002461, NT2RP3004041, NT2RM2001637, 
PLACE1006469, HEMBA1002417, HEMBB1002600, NT2RM4002390, Y79AA1000258, 
NT2RM4000027, MAMMA1002143, NT2RP4000973, NT2RP2005360, HEMBA1003615, 
NT2RM2000522, HEMBA1002475, NT2RP2004242, NT2RM2001637, Y79AA1000784, 
NT2RM4001382, HEMBA1004889, HEMBA1006676, NT2RM2001 696, NT2RM4002593, 
Y79AA1001781, HEMBA1003805, NT2RP2002606, NT2RP3003876, OVARC1001726, 
HEMBA1005621, NT2RM4000514, NT2RM1000039, MAMMA1001388, MAMMA1001388, 
HEMBA1007085, NT2RM2001 345, NT2RP2000289, NT2RM4001 155, *5 <fctf NT2RP3002818 o 

£fc, ^2©IHift{: Tl3aj (#13-T#3(D5^_h) , I"l3bj (#13"e#12<D5 
m&±) , Tl3cj (#13T#3©3fg^±^0#12<D3^±) , I"i8aj (#18T#3 
<D5fgJ£Lt) , risbj (#18T#12<7)5fgmii) , HScj (#18T#3(D3fg^ 

±^o#i2©3fg^_h) tmmznrzffimx^zn&m.fcTit. n^zm^r^ 

(#13as&tt#18) \Z&ft*fH5Lifi* iE^WttJR (#3£fcte#12) 
0*>5fg£Lhtgia, fcSUtt, IE#H«iBI#3^«ktJC#12^»w»LT3f&«±«IJP 

Cl©^^{tM^T^a^^^TCDt)Od^*n^>:HEMBB1001294,NT2RP2001327, 
NT2RP2000459, Y79AA1000784, NT2RM4001 382, HEMBA1002716, NT2RP2002193, 
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THYR0100040K OVARC100078K PLACE4000052, NT2RP3002948, PLACE1001 845, 

PLACE1006469, PLACE1000786, MAMMA1000416. PLACE1005409. NT2RP3000605, 

NT2RM400239(k HEMBA1004055, PLACE1005603, HEMBA10021 50, Y79AA1000258, 

NT2RM10O11O5, PLACE1006037, OVARC1001270, HEMBB1001482, MAMMA1000416, 

PLACE1000133, NT2RP200401 3, PLACE3000242, NT2RP3003290, HEMBA1006676, 

NT2RM2001696, HEMBA1007085, NT2RP3000109, PLACE1004506, PLACE1005409, 

NT2RP2003272, HEMBA100562K NT2RP3002399, NT2RM200O10U NT2RP2002208, 

NT2RM4000514, NT2RP3002273, MAMMA1000284, HEMBA1007085, HEMBA1004669, 43 
cfcl£ NT2RP3001730 o 

&2<Dmmmz ruj t&m-zntc&m-vmznz&fc^fc. mmmm 

(#13) «kO U >/t»te^m(f!4) T?5^_bfg3S*«±#Lfc;:<i:^LT*0, 

mmiza^xmm^mm-r^m^t vxm^ntco z\<D&mzmm-?zmfc 

^teJETFOfctf^^tt^ : NT2RP2001420> PLACE1000786, MAMMA1002143 o 
m^m^r: 3 4 (T=* 7 ^I5^J«12^J#^ : 3 5) T^£ft£gE?"J£*# 
^Ifi^ TMAMMA1001388J fcfc % SM!fe**0CUM-2M (2M) J: 0 MMiflMCDiSl^ W 
3K*fflJ!&4*OCUM-2MD3 (D3) T5^±^^±#-T § d U WKfcifcHT 

nti> j e-©j^«^tciwistt)fe<» cdna©^ ^vadna, it¥&j$j)Mte£%^ 

nz#vx?u*^\zmm<Dmmzm^mmvfc77^^-&m^t£?cmm 
<D&mz& v mm-tz z\£&t*zz> 0 
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mmMm*&?m&m<Dm*mmnmiz&\,*xM,iti2ntzmm¥&<£tSo vita* 
ox. cms ©aef©fgi t mmmmomam & m % z. t s . 

mx\£. @b^ij#^: 32 {T^/mmmtmmmn : 33) T^zftzmmz 

ft^lfif TMAMMAl 00041 6J tt, S«(D*^:&rJH : «tC*5ViT'b58ig*«^iStC± 
^r^-g? £»n& 0 -T&to^aMgiJHWu 



WO 01/09317 



PCT/JPOO/05063 



14 

T>^^z>xmmmm^. &&wt^<Dfe^mffimm&w*>frizi,rc±~v7 i u'( 
mmiz£^i:5£m&mw-?z>z£ftT*%z> 0 mmn<DW}%^<D>b<D&mw-?z>\z 
it. z\<Dmmmiz^r^it^m(D^iz^^xm^^L(DiLi^mmizm<t^^ 
tt<o. ^^^itmBmt^<D^mt^m^(D^^mf^z\t^m9J}x^^ 0 
mz. *&m<DW&n*mmLTi&v?^>&M5£-tz>z.h*bT^z> a ?ut> 
t>^m<DmB,^iz^^xzi-^^n^m&m^(Dm^izMr^m)t^^m 
m~rz> ci^tnn mmizttT&$L&¥mtm&mm&&®z> z\ 
z\<D^u^Mm^\%. &i£foiz*mw\z£&m&n^^<Dmh'$:3i&mz&i3- 

^n&n-\trzmfcT<DmAtmmz£^Tmtfixzz> 0 ^s^tefii, 7 

'&m-?z>&o\z*mn<Dw&m*u- ^-r^mk^nxvr^^^-^m^um 
^MmzmxL,. mn&m&foX'mmisfrmmn&mm'tzziiiz,}: ymm-rz 

Z\L&»SmT~$>Z> 0 -f>h'hoh7>Xl/-y 3 > (MZ.lt. ron the 

fidelity of mRNA translation in the nuclease-treated rabbit reticulocyte 
lysate system. Dasso, M. C. , Jackson, R. J. (1989) Nucleic Acids Res. 17:3129- 

3i44j mm) t£Z\z&K>*mn<DW.&n*mmrzz\£^uim~i:&z> 0 ^ 
f£<Dm&mfo. '&m?z*mw<DwmmizttT&ini*&mf>i,rz77 * 

-y u ^-*3 : 7lA$:mmi<Tmm-TZ>z:£:-t)iX*gZ> (Current Protocols in 
Molecular Biology edit. Ausubel et al. (1987) Publish. Jhon Wily & Sons 
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Section 16. 1-16.19). 7 7 4 -mMlzm^Zfrim*. # U 9 n-^Hnfls: 

Wife. *f&m\z\t* &i\z^isit&mm*\ztetiLznitTsym&nfrz>tez 
mz*mw<Dwmntmf&wzmmx*$>2>tmoz.t&T*&z>o 

>(&#^#)g£g^H?£ (Cur rent Protocols in Molecular Biology edit. Ausubel et 
al. (1987) Publish. Jhon Wily & Sons Section 8.1-8.5)) tT«»t4 

o^c^ii^fefe^o *^ajtcji. z<D£5\z*mffimz&^Tmfe-£nximm 
n£mm<Dmm&mTz>mK>. ^nr^/mMm m 1 (Dmn^izmm.) iz& 

7^7^0)5 2 ZiZlJtf&L<l$±T5.y&<D\%yLftT*$>Z>o m& 
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I^n75/i^5^t*WtLK ®\7L&. Ala, Val, Leu, He, Pro, 
Met, Phe, Trpte, #HZ$Em&T 2. J miZftmZtlZfztb. SV^C^fcttK^WT 
^t#Ae.tl5. #^mt££LTte, Gly, Ser, Thr, Cys, Tyr, Asn, Gin 

#^f£tl3o itt7$7l!i:LTH Asp&^tfGlu^tf £n£o 

mSt47^y^iLT«, Lys, Arg, His#^§tf£*l&o 

(Current Protocols in Molecular Biology edit. Ausubel et al. (1987) Publish. 
Jhon Wily & Sons Section 6. 3-6. 4) &m^T&^MMlZ&^~i:mfe-£nfz#V % 

y^^v^j- KSrmubT, mtfv * ? u*^ pfrzmmmizmmtiimmm&'&z 
cite, mnn t^s^it^s, ^fesmcte, ^mmmiz^xm^nrcm 

mmzmmtem&m&g.M-r&tkWiii'TU* wz.&. tK 

ou-^, y^, vis^<DwmW}W&mtft>n2>&. z\ti^izmm^nt^ 0 z\<d 

rixssc, o. usds, 37<cj mjgT&Q. iDit^frtLT« ro.5xSSC, 0.1* 
SDS, 42t:j ggTSO, £<£>Klj8&L^# < hbTte: TO.lxSSC, 0. USDS, 65^ 

^mmvk&m?z#vx?u*^p<Dm$i&&M&is?2>o §u ±kssc sds& 
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17 



«70%£A±u £<=>{~$?£L<te80%W± (WAfcf, 90%l^Jh) ©SB^I<7)|^— 
itfo *%BJ{C43^-5T5 7^g2^*i*ge^l©|WI— ttfi, Karl in and Altschu 
1 HJ;-5T;i/Zf'JXABLAST (Proc. Natl. Acad. Sei. USA 90:5873-5877, 199 
3)CJ;oT^tSCt^Tf§. £<Z>7;i^UXAtcS^Ts BLASTN^BLAS 
TXiPf^n^^P^^A^^I^tlTV^CAltschul et al. J. Mol. Biol. 215: 
403-4 10, 1 990) 0 BLAST KlgO'H TBLASTN J; o T^SBB^J £flP#rT £ £ te> 
A^* — * — tefct*J2score = 100, wordlength = \2tTZ><> BLAST US 

^TBLASTX CioTTSy j£gB$lj SrflPtJff & «£• 13 fct, A 5 ;* - \Ztc £ 
score = 50, wordlength = BLAST iGapped BLAST7"n^ A£/8t^ 

m<D $ t Wmt£.^feWjkto~£%> Z> (h t tp ://www. ncbi . nlm. nih. gov. ) « 

£ tz, iltte^igtiSi&Wi (PCR) (Current protocols in Molecular Biology edit. 
Ausubel et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) 

t> *nMM\z&\,^Tm%:t£ntzi&m®im <md <D-ffi&bt\z-7 

Z> Z. £ pffgT$)^o #SPJtf>^ >A^ft£ 3- U 5? £ l/:^ H £ bt 
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it. mi iz^vrcm^mm^tsm^^zM^xmmxuw^nxi^mmiim 
^, ^^^tz\n^hmmxuu^mmm^x$>^>x. muz^vtz^m 

<fcD$?£L<tel2T5/&£Ui, J;0$f^L<«15T5y^±©T^y^BS^J 

feiz&m^&^vxfrnitmzumzn'r.Mz.it m3nz±mm*m^z>(Dx& 

tlii, 9 n — — >^ffl^^^ — <t LT«pBluescripl^^^ — (StratagenettM) 

ftifTW^L-^o *^w<D?>n2n*±m^&umz&\,*x^>7?—&m^z> 

t;:ft!l©£n&^\ WAH f*l£WftSg^T&nk£pBEST-<^ ^- (^D^^ttl) % 
^HMT&ttfcFpET^^- (Novagenftgl) , ig»fflll£T&nfcfpMEI8S-FL3^ 
^— (GenBank Access ion No. AB009864) , ^.^mWX ; &*lfr£pME18S^ $r — (Mol 
Cell Biol. 8:466—472(1988)) &£>W£L^o ^ ^-^©2MgBJ§<E>^ ij ^ 

<h^"e^^> (Current protocols in Molecular Biology edit. Ausubel et al. 
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(1987) Publish. John Wiley & Sons. Section 1 1.4~11. 11) o 

JSilTd 0»J;U£> cosm, cwmmtt a &&m-?z>z\t 

WQJfk (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wi ley & Sons. Section 9. 1-9. 9) , 'Jl7x!>^$>a (GIBCO-BRL 

**V^ttXlttlB*0^rS [Molecular Cloning, T. 
Maniatis et.al. CSH Laboratory (1983) DNA Cloning, DM. Glover, IRL PRESS 
(1985) m Z Z>„ 

?LS6 (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wi ley & Sons. Sect ion 9. 1-9. 9) , U#7x^^i>S (GIBCO-BRL 
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^-Y^tz.\%^(Dw^mz.nmmw}>u< this*? u^H^t^u^ 

?H5:Sin. Z\Z.~C Tffililij £fcfc, A:T, G:C©ifta6^d> £&<52;£il# U * 
4>&<£fc70S , $?£L< \Z'Pti< £<bSO% , e fcO»*L<«90X , ^ ^» tC$ff ^ 

\Z\&. ilST, 15bp~100bp, $f^L<«15bp~35bpCDmfi$:W-r-5^-U3f^^l/^- 

T-tuffl^cy- tf>/w^uy-rif-<> 3 >^rt-pcric £ d , 

U ^ ^— tf^mSJS(PCR) lC<fc D ADNA-PCR^RT-PCR(Cct O^^HJODNA^^ 
<05BSfflWS«£ii«JU RFLP##K SSCP. ->-^X>->>^(^^(C c fc 9 , 
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mfc^zzm fcaifw-r £ it & <d ~r >?~t > xdna*^ £ n <*> , t >^-tr >xdna«, 

7>^-fe>X?im^?I^^^Tfc«6{C, ^fc< tfclSbpJgU:, $?£L<«100bp, 
3£Uif3;L<«500bpjaJh©l«£WU 51^, 3000bp.EAl*K * L < te2000bp 

^g^rXtd^X^D^^X— bfe (Stein, 1988 Physicochemical properties of 
phosphorothioate ol igodeoxynucleot ides. Nucleic Acids Res 16, 3209-21 
(1988)) fc&Z&DMMT&^ttf-oSmT'&Zo 

>>-r ^ ^ ? if© ^ -r ^ ^ ^ y # v — a & £ -r ^ ^ ^ 

-&££?iJfflUT, ex vivoSr^in vivo&tZtiiZJ: 0 m^&^&fto o 

*^aj©tn:m^ ^)^u—r)VijiW(Dm^\z\^ ^mz^r^ymum\z 

D (Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wiley & Sons. Section 11.1 2 — 11. 13) , —Jj. ^E/^P — 

tfi&<DM&izte. igmzm^mmT-ftmvmmLtzmmn&m^T^vx&fiL 

Z<Lff~Cc£ : & (Current protocols in Molecular Biology edit. Ausubel et al. 
(1987) Publish. John Wiley & Sons. Section 11.4—11.11) „ 

*%m<Dm&mzi&£iTz>$im*. ^wcDwrnnommizimz.. mx&* z\ 
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bfc^T, ^^©^U^l^^F^MeSI, &SV>«-£-n6©*rH-£ifflJ£ 

\z<kv. m&<Dmm£?z>z.ttfT*%2>o &sv*«*589i©£eH^-£©»rtf-&, 

^©ft«£^W/«t#fe t «fc o T^mt"^ - £ t~ ck o T, ft «©fi* i:^" * d 
^.€>n^»o *«WOaae j f : »w«koTr3-HSnsseKtt, PtH&^ S14m©i« 

W^b^o k htrttete. SL^£k h©t>©£An&*£:^;* (0y*tf, 

TFunctional transplant of megabase human immunoglobul in loci recapitulates 
human antibody response in mice, Mendez, M.J. et al. (1997) Nat. Genet. 
15 : 146-156J #83) CftlStS H £lC £ K>mUTZ> ZL Sfc, k Mb 
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■T-5^<i:^-e#^) (Methods in Enzymology 203, 99-121 (1991)). 
(a) iStt(:fi^^«(ft^tl.Ig, 

(c) »^©58Su^;w&ffiTs-&s«»^«!isawTsie» 

Sutras. fctx.^ *^b©aifi5*BWt-rs»^fctt» WKfcifeHTiB 
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<t«#:, nffctfjKte, mmyk'ptkm'gtm*. mvom. mtnu mmm 
u¥ hm&ffi.&&ib^Tmm{\:VT&^Tz> z. t&m x.*>?LZ>omm^<D&mz. 

•5^>o mmnfon^m. izttmuaiz&io^m'r&tiK smt 

#nz, *&w&mmmz£vts zizmitmz&BA-r&tiK ^B^Tmmmm 
izmMztizhwitu^o 

mm 

mmmm\z£mcmmiz&%:T2> u >/mm&m.m ■ in (#h) 
mmmmmtim^m^z^^^jEnm^m: im (#12) 
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W)MJifrtfcOCUM-2M : 1 M 

&.nm*&Wk<D^mvy7)v in (#3) 

OCUM-2Mti%M^^^ma^§l#^--rM^-e*^>OCUM-2MD3 (Br. J Cancer 
72:1200-1210, 1995) £fflVifc 0 ^TCDRNA(DjfttBi:^ISc, ^rVTT £<D/\-( ~7 
U^-fXtt, ^MiJiUTAffymetrixtfc(7)tg^#^^oTfTofeo 

Urf (dT)-fe;UP— 7>X tf>;*J^A?£ (QuickPrep mRNA Purification kit, 
Pharmacia) (Ci 9Poly(A) + RNA£tH§!tL£:o Poly(A) + RNA 1 ^g£ffl^TT7flUa3- 
U^(dT)24£:/5^V-<tbT&I|te¥S#fSl (Superscript RT II, BRL) \Z&K> 1 
^cDNA^-g-J&U $e>^E. coli DNAU#— if<h E. col i DNA^ U ;* ^ — fe*£ffl 
^T2#£gcDNA£^/&L£:o -&^LfecDNA^^{^V^x/-;i/ • ^OD7t 
;i/Ajamb^o Z<D2*mcWh&mm£VTn RNA^'J*^— i?lC<£oTcRNA£ 
&]&l>fco ^J&tCte, MEGAscript T7kit (AmbionSS!) &m^Tco I0tt, M!i 
* # 1/ ^ ^ H £ b TB i o t i n-1 1 -CTP:fe <£ ZfB i o t i n- 1 6-UTP £: i P ;t , cRNA £8Eft L o 
^/&L/rcRNA£RNeasy Mini Kit (QUIAGEN§3) Id J: o TIhIJR U SPIN-100 Columns 
(CLONETECHS) TfSSlUfeo fifSScRNAte, JUPf^tCcfc o Tlrfrftt, cDNA^-'J=f^ 
i'UtfhTK (Affymetrixft) £<Z>/W ZfV #1 if— v< a >tCfflV^c cRNA 
©Irfrftfi, cRNA2 0 jigSr^tfRNase^ U -Off®}* 3 2 wLtC^LT, .BAT<£>#r 
mk^«^$r8 n\MX (cRNA#*I^O. 5 uz/ P-V) , 9 4tT35^1 
T5^ti:J:oTffofco uCjJDilliaO. cRNA«:fcJ;^35-200bp<Z)*:#£ 

4. OmL lM hUX-@^mm«^ (pH8. 1) 
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o. 6 4 g m&-**f**/vi± 
o. 9 8g mmtDi->^A 

DEPCMllfcH 2 OT2 O'iLCtS. 
»f>T-fl:L^:cRNA+f->y;Ki, ^TOMd^^SMyj ^-Tif-^a 
^•;i/£:U -399tf5«iU 5tOh- V~?Uy # ±\z 5# 

fll^c,f0 2 0 0 u^TV-i lZtia&T4 5tT 1 6 mffl/\-i Z?V 
feo A<^Uy-TXlCfflV^5tSC(DTl/-r, -T&ib^HuGeneFL (IB*fcHu6800) tC 
«!56 5 0 0ii(D, ^*LTHu35KA, B, C, *5<fctfD±Ktt % ^tD^X^^t 3 

5 o o oa^<D«fg^$)^vi«EST(c**-r^maga^j^Jt-D^:^'jzf^^^^- 

HTc-SMtdte, GeneChip Fluidics Station 400 (Af fymetrix&§3) ^/JHifc,, 
Bfr>Wt:cRNA 15/ig 

n> hD-M'J 3*^/7 l^5FFB2(5nM) 3 W L 

1 0 o xn>hp— ;i/ C RNA^7^^;i/ §3wL 
-9-^ilt^DNA (1 Omg/mL) 3 til 
T-fe^;HbBSA(50mg/mL) 3/tL 

2 xiffiS/Wr/U^r-fcf— ->a >|g«*£ 150/iL 
total 3 0 0 AiL(Cifi3S 

3I'J X U > — X h h X tfvXstrerptoavidin phycoerythr in; SAPE) 
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8 3. 3mL 1 2 XMES* h y ZmWiffi. 

5. 2mL 5M NaCl 

1 . OmL 1 0% Tween20 

9 10. 5 mL H 2 O 

3 0 OmL 2xM»i 
2 7 0 mL H 2 0 

24wL 5 0 mg/mL 7 -fe ^>> WfcBSA 
6 mL lmg/mL 7^f nx'JX'J >-X M/7 p h7k*y> 
^^ffltriT. hl^h7t*^>in;#: (6 0 0 /zL«f) : 
30 OmL 2xMIi 
2 4 m L 5 0 mg/mL T -fe WtBSA 

6. OmL 1 Omg/mLiE^-^^IgG 

3. 6mL 0. 5mg/mLfc^^>fciivffc 
2 6 6. 4 mL H 2 0 

mytm&my* nxuxu hu-y N7t* q2ooml*) : 

6 0 OmL 2xMIi 

4 8 mL 5 0 mg/mL T-fe^;HbBSA 

12mL lmg/mL 7^3X'JX'J>-XM/^N7ty> 

5 4 0 mL H z O 

mTt^feL^^Tlz-rcDm^^^, »f-gflt (HP GenearrayX* 

*i — ) K<fc0«!lJtU&. 5 0CDTl^-r±<Djl^fe^Vi«ESTiC0^T» 2 0© 
^**ORNA(Dr^-e^:7t3t^ (average difference) T?5:t>-&3tef 
Jtij&U ^<£>J£ (fold change) Sr^aiLfco ^LT, '>U< Tfe 1 ^©*H»tt» 
l£j£^5fg, ^fc«2O^^iS^^{'^LxT3^±(Dti»0^^Vi«M^ 
S8tg£n*:fc(E>£^ttRL£: (12) o 
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chipset mth}i 



AA004509 I5b|5c 
AA004509 -97 



3 fold 5or13or18 «- 12 
— fold 



1 3 fold 1 4 



description 



~4.0 



(18)213 "8.5 



-49 



AA020825 |18bI13al 
18a|l3c|l 
8c 

AA020825 2 "6.1 



AA020825 2 "9.7 



C-MAMMA1002351 
zh94f1 2.s1 Soares fetal 
liver spleen 1 NFLS S1 
Homo sapiens cDNA clone 

428975 3 . 

C-HEMBB1001294 



(13)76 "4.1 
(18)180 "7.6 



17 
17 



AA027223 [I3a|l8a| 



ze64b02.s1 Soares retina 
N2b4HR Homo sapiens 
cDNA clone 363723 3 . 
ze64b02.s1 Soares retina 
N2b4HR Homo sapiens 
cDNA clone 363723 3 . 
C-NT2RP2001327 



AA027223 



AA027223 



AA027223 



-37 "8.4 



-37 "11.2 



-37 "6.4 



(5)1 64 



(13)289 



(18)156 



AA1 13139 |5b||5a||5 
AA113139 



zk01a01.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
469224 3 . 
zkOlaOl.sl Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
469224 3 . 
zkOlaOl.sl Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 

469224 3'. 

C-NT2RM 1000355 



22 "7.7 



(5)701 "19.4 



18 



AA115259 |13b|13a| 
13c 

AA1 15259 



zm27a04.s1 Stratagene 
pancreas (#937208) Homo 
sapiens cDNA clone 

526830 3 . 

C-KT2RP2000459 



14 "8.4 



(5)201 6.6 



30 



AA115562 |14 
AA1 15562 



zl08a10.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
491 706 3 



AA126752 |5b|l3a|5 



C-NT2RP2001420 
1 98 5.6 936 zl07c1 1 .si Soares 

pregnant uterus NbHPU 
Homo sapiens cDNA clone 
491636 3. 



AA1 26752 



AA1 26752 



63 15 



63 "11.8 



(5)874 6.4 110 



(13)226 



AA127605 |5a|5c 
AA1 27605 



C-Y79AA1000784 
C-NT2RM4001382 
zk95f03.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
490589 3 . 
zk95f03.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
490589 3 . 



34 5.3 



(5)212 3.9 



38 



AA135406 |5b|5c 
AA1 35406 



C-NT2RM 1000055 
zn81f08.r1 Stratagene lung 
carcinoma 937218 Homo 
sapiens cDNA clone 
564615 5 



-62 "3.3 



(5)190 "6.2 -17 



AA147884 Il3b[l8b| 
13a|l8a|i 
3c|18c 



C-PLACE1008947 
zo28e08.s1 Stratagene 
colon (#937204) Homo 
sapiens cDNA clone 

588230 3 . 

C-HEMBA1002716 
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AA1 47884 
AA1 47884 


-6 
-6 


"5.9 
-5.0 


(13)145 
(18)116 


"11.2 
"7.0 


11 
11 


zl50b04.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
505327 3 . 
zl50b04.s1 Soares 
pregnant uterus NbHPU 
Homo sapiens cDNA clone 
505327 3 . 


AA235118 |5b|5a|5c 
AA235118 


459 


7.9 


(5)2545 


6 


323 


C-MAMMA1002461 
zs36f07.s1 Soares 
NhHMPu SI Homo sapiens 
cDNA clone 687301 3 
similar to contains element 
MSR1 repetitive element ;. 


AA242823 |13b|13a| 
AA242823 












C-NT2RP20021 93 


-313 


"14.1 


(13)7 


"8.8 


-34 


zr65e10.s1 Soares 
NhHMPu S1 Homo sapiens 
cDNA clone 668298 3 . 


AAlSS&S |l3b|13c 
AA255525 


66 


3.9 


(13)214 


"7.9 


-87 


C-THYRO10OO401 
zr85a12.s1 Soares 
NhHMPu S1 Homo sapiens 
cDNA clone 682462 3 . 


AA258267 |5c 
AA258267 


10 


"3.0 


(5)66 


"3.5 


1 


C-NT2RP3004041 
zr60h08.s1 Soares 
NhHMPu S1 Homo sapiens 
cDNA clone 667839 3 . 


AA281528 |13b|13a|| 
AA281528 












C-OVARC1000781 


-91 


"12.5 


(13)225 


"9.5 


-18 


zt08g09.s1 

NCI_CGAP_GCB1 Homo 
sapiens cDNA clone 
IMAGE:712576 3 . 


AA292158 |13a|18a| 
AA292158 

AA292158 












C-PLACE40U0U52 


2 
2 


"10.0 
"7.8 


(13)319 
(18)112 


3.3 


97 


zt46c03.r1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
725380 5 . 

zt46c03.r1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
725380 5'. 


AA323430 |l8b 
AA323430 






(18)114 


"6.2 


-6 


C-NT2RP3002948 
EST26202 Cerebellum II 
Homo sapiens cDNA 5' end 
similar to similar to ring 
canal protein. 


AA378597 |13a 
AA378597 


-246 


"27.4 


(13)559 






C-PLACE1001845, 
EST91316 Synovial 
sarcoma Homo sapiens 
cDNA 5 end. 


AA379742 ||5a|| 
AA379742 


-53 


"8.0 


(5)147 






C-NT2R M200 1637 
EST92623 Skin tumor 1 
Homo sapiens cDNA 5 
end. 


AA398596 I13b|5bll 
|5cTs' 

AA398596 
AA398596 


48 
48 


"13.3 
"7.9 


(5)380 
(13)153 


5.1 
"10.0 


75 
75 


C-PLACE1006469 

zt70a05.s1 Soares testis 
NHT Homo sapiens cDNA 
clone 727664 3 . 
zt70a05.s1 Soares testis 
NHT Homo sapiens cDNA 
clone 727664 3 . 


AA399126 |5b| 
AA399226 






(5)170 


"7.4 


-1 


C-HEMBA1002417 
zt50c01 .s1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
725760 3 . 


AA402715 |14|18a 
AA402715 


539 


7.3 


(18)3949 






C-PLACE1000786 
zu47c06.s1 Soares ovary 
tumor NbHOT Homo 



WO 01/09317 








oil 




i PCT/JP00/05063 

sapiens cDNA clone 
741130 3*. 


AA4028S3 |!3b|l8b 
AA402823 

AA402823 






(13)146 
(18)287 


"7.2 
"8.7 


-125 
-125 


C-MAMMA1000416 
zu55g07.s1 Soares ovary 
tumor NbHOT Homo 
sapiens uuiMn cione 
741948 3 . 

zu55g07.s1 Soares ovary 
tumor NbHOT Homo 

<;anipnc rDMA n Inno 

741948 3'. 


AA410311 |l8a 
AA410311 


-138 


"25.7 


(18)615 






C-PJLACE100$409 
2v23c07.s1 Soares 

iiiinwru o i norno sapiens 

cDNA clone 754476 3'. 


AA410343 |5a 
AA410343 


-1797 


"29.7 


(5)63 






C-HEMBfil002600 

zv16e1 1.s1 Soares 
NhHMPu S1 Homo sapiens 
cDNA clone 753836 3 . 


AA422049 |18a 
AA422049 


25 


7.3 


(18)200 






C-NT2RP3000605 
zv28g05.s1 Soares ovary 
tumor NbHOT Homo 
sapiens %zur4r\ cione 
755000 3' similar to 
gb:J02621 NONHISTONE 
CHROMOSOMAL 
PROTEIN HMG-14 
(HUMAN):. 


AA426218 |l3b|5b 
AA426218 

AA426218 






(5)257 
(13)157 


"8.5 
"5.4 


12 
12 


C-NT2RM4002390 
zw1 7c 1 1 .s1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
769556 3 . 

zw1 7c 1 1 .s1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
769556 3 . 


AA427861 |13b|18b| 
13a|l8a|l 
3c|18c 

AA427861 
AA427861 


68 
68 


10 

5.2 


(13)253 
(18)295 


6.5 
6.6 


44 
44 


C-HEMBA1004055 

zw50b01.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cuimm cione 
773449 3 . 

zw50bO1.s1 Soares total 
fetus Nb2HF8 9w Homo 

sapiens UUINn CIOn@ 

773449 3 


AA42$$17 |l3b 
AA429917 






(13)444 


"21.5 


-25 


C-PLACE1005603 
zw66f03.s1 Soares testis 
NHT Homo sapiens cDNA 
clone 781 Ifil 1 


AA430355 |l8a|lSc 
AA430355 


151 


7.6 


(18)1227 


3.4 


366 


C-HEMBA1002150 
zw20e04.s1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
769854 3 . 


AA430674 |l3a|5a 
AA430674 

AA430674 


-45 
-45 


~1 9.5 
"12.2 


(5)518 
(13)297 






C-Y79AA1000258 
zw26d12.s1 Soares ovary 
tumor NbHOT Homo 
sapiens cuiiM cione 
770423 3 . 

zw26d12.s1 Soares ovary 
tumor NbHOT Homo 
sapiens cDNA clone 
770423 3 


AA433899 |l3b 
AA433899 






(13)141 


"12.9 


-47 


C-NT2RM1001103 
zw52b06.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
773651 3 . 


AA445994 |5a 
AA445994 


4 


"6.5 


(5)153 






C-NTiRM40000l7 

zw64e04.s1 Soares testis 
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NHT Homo sapiens cDNA 
clone 780990 3 . 



AA449773 |14|5a 
AA449773 

AA449773 


86 


9.2 


(5)786 




77 


C-MAMMA1002143 
zx07h07.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
785821 3 . 
13.1 978 zx07h07.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
785821 3 . 


AA453435 |18a 
AA453435 


94 


6.4 


(18)1292 






C-PLACE1006037 
zx32h03.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
788213 3'. 


AA453624 |5b|5c 
AA453624 


89 


3.4 


(5)288 


6.1 


41 


C-NT2RP4000973 
zx48c02.s1 Soares testis 
NHT Homo sapiens cDNA 
clone 795458 3 similar to 
gb:M11722 DNA 
NUCLEOTIDYLEXOTRAN 
SFERASE (HUMAN);. 


AA460708 |l3b|l3c 
AA460708 


84 


3 


(13)231 


7 


33 


C-OVARC1001270 
zx69e03.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
796732 3 . 


AA461093 |18b[13al 
8c 

AA461093 
AA461093 












C-HEMBB1001482 


-68 
-68 


"5.6 
'8.6 


(13)47 
(18)141 


"3.6 
"6.5 


-5 

-5 


zx63f06.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
796163 3 . 

zx63f06.s1 Soares total 
fetus Nb2HF8 9w Homo 
sapiens cDNA clone 
796163 3 . 


AA465367 |5a 
AA465367 


-8 


"6.4 


(5)182 






C-NT2RP2005360 
aa23d09.s1 

NCI.CGAP.GCB1 Homo 
sapiens cDNA clone 
IMAGE:8 14097 3 . 


AA478794 |l3b|13c 
AA478794 


-9 


"4.5 


(13)91 


"7.2 


1 


C-MAMMA1 0004 1 6 
zv20e01.s1 Soares 
NhHMPu S1 Homo sapiens 
cDNA clone 754200 3 . 


AA489000 |13a| 
AA489000 


27 


"5.3 


(13)110 






C-PLACE1000133 
C-NT2RP2004013 
aa54d02.s1 

NCI_CGAP_GCB1 Homo 
sapiens cDNA clone 
IMAGE:824739 3 . 


AA489080 |5a|5c 
AA489080 


86 


5.3 


(5)455 


4.5 


100 


C-HEMBA100361* 
aa54h08.s1 

NCLCGAP,GCB1 Homo 
sapiens cDNA clone 
IMAHF ff?47QQ 3 

IIVIrWaC.OtH / 33 o . 


AA598982 |18b 
AA598982 






(18)246 


"10.0 


-50 


C-PLACE3000242 
ae34e01.s1 Gessler Wilms 
tumor Homo sapiens cDNA 
clone 897720 3' similar to 
contains element PTR5 
repetitive element ;. 


AA5006t4 |5b||5a||5 
c| 

AA599674 


-18 


"8.7 


(5)750 


12.7 


59 


C-tfT2kta2000522 
C-HEMBA1002475 
C-NT2RP2004242 
ag10e11.s1 Gessler Wilms 
tumor Homo sapiens cDNA 
clone 1069964 3 . 


AA620295 [5a|l5c 
AA620295 


16 


"10.2 


(5)340 


3.6 


88 


C-NT2RM2001637 
af04h10.s1 Soares testis 
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NHT Homo sapiens cDNA 
clone 1030723 3 



002472 
C02472 


|5a 


35 


11 


(5M54 






C-Y79AA1060784 
C-NT2RM4001382 
HUMGS0012359, Human 
Gene Signature, 3 - 
directed cDNA sequence. 


H4Q440 
H49440 


1 IJd 


56 


"•11.3 


(13)195 






C-NT2RP3003290 
yo23d12.r1 Homo sapiens 
cDNA clone 178775 5 
similar to contains Alu 
repetitive 

elementcontains PTR7 
repetitive element ;. 


H6U16 
H61476 


|5b|f>c 


62 


""4.5 


(5)439 


"11.1 


55 


C-HEMBA1O04889 
yrl 7e08.s1 Homo sapiens 


N22273 

N22273 
N22273 


|13a|5a 


0 
0 


"5.5 
"5.7 


(5)238 
(13)184 






C-HEMBA1 006676 
(HELIX) 2869 bp C- 
NT2RM2001696 (HELIX) 

OCC1 

^bbi bp 


N30796 
N30796 


15c 


66 


"4.6 


(5)573 


3.3 


142 


yw65d03.s1 Homo sapiens 
cDNA clone 257093 3 . 


N31610 
N31610 


I5c 


-211 


*"3.5 


(5)73 


"3.4 


-10 


yy20g10.s1 Homo sapiens 
cDNA clone 271842 3. 


N3$36l 
N39361 


|5b|5c 


156 


3.1 


(5)109 


"5.9 


-72 


L-ntMDAlUUjoUD 
yx80d09.r1 Homo sapiens 
cDNA clone 268049 5 . 


N40170 
N40170 


|5b 






(5)130 


"5.2 


-5 


I ZKrZUUZOUO 

C-NT2RP3003876 
yy44b06.s1 Homo sapiens 
cui\n cione z/o*3/ 1 o . 


N73762 
N73762 


|!3b 






(13)842 


6 


150 


C-HEMBA1007085 
za61f08.s1 Homo sapiens 
cDNA clone 297063 3 . 


N78718 
N78718 


|13a 


51 


5.2 








C-NT2RP3000109 
zDU^Tiu.si nomo sapiens 
cDNA clone 300907 3 . 


k05274 

R05274 


|18b 






(18)734 


5.7 


118 


C-PLAC£l004506 

ye91b06.s1 Homo sapiens 
cDNA clone 125075 3*. 


R06271 
R06271 


11 Sail Rr 


79 


7.9 


(18)881 


4.1 


180 


C-P LACE 1005 409 
yf08e02.s1 Homo sapiens 
cDNA clone 126266 3 . 


R31785 
R31785 


|5b|5a|5c 


-913 


"15.1 


(5)911 


"33.3 


-555 


C-OVARC1061726 
yh68g1 1 .s1 Homo sapiens 


R44761 
R44761 


|l3a 


19 


"6.3 


(13)471 






C-NT2RP2003272 
yg30h03.s1 Homo sapiens 
cDNA clone 34148 3 
similar to contains MER28 
repetitive element ;. 


R54743 
R54743 

R54743 


U3b|5b|| 






(5)492 
(13)209 


13.5 
5.8 


36 
36 


C-HEM6A1005621 

vi75a07 rl Homo oantpnc 
cDNA clone 154548 5. 
yj75a07.r1 Homo sapiens 
cDNA clone 154548 5 . 


R56678 
R56678 


|13b 






(13)85 


"5.5 


15 


C-NT2RP3002399 
yi04d08.r1 Homo sapiens 
cDNA clone 138255 5 
similar to contains Alu 
repetitive element;. 


T101<>6 
T10166 


|l3c 


61 


4.1 


(13)249 


4.2 


94 


C-NT2RM2000101 
C-NT2RP2002208 
seq879 Homo sapiens 
cDNA clone MHB3MA- 
COT8-HAP-Ft166 3 . 


T33018 
T33018 


|18a[5a| 


-263 


"10.6 


(5)407 






C-NT2RM4000514 
EST56331 Homo sapiens 
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cDNA 3 end similar to 



None. 



T33018 




-263 


"6.1 


(18)221 






EST56331 Homo sapiens 
cDNA 3' end similar to 
None. 


T47788 
T47788 


|5a 


-192 


0.0 








C-NT2RM1000039 

y o i /ai 1 *s i noinu oopi^ns 
cDNA clone 71420 3 . 


T64575 
T64575 


Ml 


254 


6.3 


(5)1387 






C-MAMMA1001388 
yc25a03.s1 Homo sapiens 
cDNA clone 81676 3 . 


T71373 


|5b||5a||5 
c| 












r ma \A\A a i Am ia« 

L-MAMMAlUUUoo 


T71373 


-545 


"20.3 


(5)251 


"43.6 


-775 


yc61h07.s1 Homo sapiens 
cuinan cione oo&io o . 


T90699 
T90699 


|l8b|18c 


-93 


"3.7 


(1 8;234 


O.l 


OA 


C-NT2RP3002273 
C-MAMMA1000284 
yeiOuiu.si nomo sapiens 
cDNA clone 117907 3 
similar to contains PTR5 
repetitive element ;. 


T95057 
T95057 

T95057 


|13b|5b 






(5)408 
(13)847 


"5.4 
16.8 


25 
25 


ye39d04.s1 Homo sapiens 
cDNA clone 120103 3 . 
ye39d04.s1 Homo sapiens 
cDNA clone 120103 3 . 


T97111 
T971 1 1 


|5b 






(5)229 


8.2 


-38 


ye41d04.r1 Homo sapiens 
cDNA clone 120295 5 . 


T99474 
T99474 


|5c 


-9 


"3.0 


(5)223 


3.2 


70 


C-NT2RP2000289 
ye64d12.s1 Homo sapiens 
cuiNM cione i i ;? o . 


W27237 
W27237 


|14 










31 


C-MAMMA1002143 
1 2.1 444 24c1 1 Human retina cDNA 
randomly primed sublibrary 
Homo sapiens cDNA. 


W68734 
W68734 


|5bl5a|5c 


-234 


"6.6 


(5)319 


"11.3 


-7 


C-NT2RM40U1155 
zd37f08.s1 Soares fetal 
heart NbHH19W Homo 
sapiens cDNA clone 
342855 3 . 


W72547 
W72547 


11 1« 


36 


6.2 


(13)220 






C-HEMBAlOtHo'o'S 
zd64g1 2.s1 Soares fetal 
heart NbHH19W Homo 
sapiens cDNA clone 
345478 3 . 


W86853 
W86853 


I5b|5c 


20 


"3.8 


(5)98 


~5.6 


-34 


C-NT2RP3002&18 
zh59d05.s1 Soares fetal 
liver spleen 1 NFLS S1 
Homo sapiens cDNA clone 
416361 3 . 


Z38501 
Z38501 

238501 


|!3b|l8b 






(13)144 
(18)141 


"5.8 
"5.7 


29 
29 


C-NT2RP3001730 
H. sapiens partial cDNA 
sequence; clone c-0de1 1 . 
H. sapiens partial cDNA 
sequence; clone c-0de11. 



n-c^2>h<Dtemm&mm& (#13 #is> zm^rc^mmtiT-emfezntc 
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#3 iZMVT^m<D±^ (fold change) a«5ffiNs*±T*S Ht&jjsU l"bj itlE 
«SBBSJ8ctti* #12 lC2tLTfg3i£>±# (foldchange) ^5fg^±-C*^> £ ££tk 
To rcj fct, lESMffcEH* #3*fLTfg3iO_h# (foldchange) 7^3fg^±, 

ri4j Bmmm&miz<Dv>smi^&mi<*itf&mmvr^mMt<nttm& s ¥' 

£r^LT:fe<9> #13fC*fLT ("fold changej ifi 5 {g^iilf-T-Site^Sr^To 
#K*4l345tt^^l^a (average difference) (^4><£> r5orl3orl8j <£>fi8Tte> 
jS3ffll^tc:^#-^^^T) *5ct Zfi fold change OS*. Jttgbfe 2 O Tfold 
£&fi IWoldj T^T) fe, ^^t'^b^ic 

-f frxmmmm (^##^#5) temowmmnt. mvmmiz&m-rzim w 

i£$£&ft-otz£Z\?>, ±fS MAMMA1000416 <D5£M (average difference) tt, # 
« (ffFM^) iMHC&^Tte T55J , M-&mmz3S^Tte r569j -Tabofco 

4¥ffi (.Wf-m^) mU£<Dtt (foldchange) tt ~4.8<h&0> MAMMA1000416 

2. ^gcDNA^—^— X 

ia»C^knJffi&NT-2»lfi|ffirggttl|ia (Stratagenett.kOmA) MC^-aT 

(1) m-2Ml&&U^y'( >m~CmmLU\,^i%m (NT2RM1, NT2RM2, NT2RM4) , 

(2) m-2m&&mm&s u^y-om^mmvxmmw:. 2mm&m (NT2RP2, 

NT2RP3, NT2RP4) „ 

fc h ret inob last omaigMB!&Y79 (ATCCHTB-18) (Y79AA1) £rATCC#^ 
□ ^ (http://www.atcc. org/)te«<Dig^3M£Tig#L£ 0 igmfflm&M&T > 5: 
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$£(J. Sambrook, E. F. Fritsch&T. Maniatis, Molecular Cloning Second edi tion, 
Cold Spring harbor Laboratory Press 1989) id,WL<Z)Jj&lZ<k DmRNA£ft&tiJ Lfc„ 
2 t> \Z > it U 3 dT-fe ;U D - X Tpo I y (A) + RNA £ 3fif 03 b £: <> 

IWJiltC, b htetll (PLACE1, PLACE3, PLACE4) , t MP^HIl (0VARC1) , 
t M0S^fl&JE«k9M*^<'&*fifflf» (HEMBAl) , t: MOil^Ji&iSJ: OR#SP 
ft&&<%tsmm (HEMBBl) , t h^iStt ( MAMMA 1) , thMfiS (THYR01) 
ctO, XiKG. Sambrook, E. F. Fritsch&T. Maniatis, Molecular Cloning Second 
edition, Cold Spring harbor Laboratory Press, 1989) IB *c Id £ DmRNA 

^fctlttibfco ^-U^*dT-t!:;WD-XTpoly(A) + RNA^*»MU^:o 

^n-^tKDpolyCAj'RNA^O^-Uzf^r-^T'fe [M. Maruyama and S. Sugano, Gene, 
138: 171-174 (1994)] 0 cDNA^ -f ^ U — SrfN&bTco Oligo-cap linker 

(agcaucgagu cggccuuguu ggccuacugg/S5^!l#-^ : 15 0) 43<fctK01 igo dT primer 

(gcggctgaag acggcctatg tggccttttt tttttttttt tt/@E?!l#^: 15 1) £JB 
V^TXlK ^SS «K »*. 41: 197-201 (1996), Y. Suzuki et 

al., Gene, 200: 149-156 (1997)] IC8V*T&£ KBAP (Bacterial Alkaline 
Phosphatase) MM, TAP (Tobacco Acid Phosphatase) MM. RNA^-fy— v 3 
^— ^cDNA^^^tRNAO^S^frofCo i&^T, 5" (agcatcgagt cggccttgtt g 
/BE?>J#^t: 15 2) £3' (gcggctgaag acggcctatg t/IE?iJ#*§- : 15 3) (DPCR 
-f?^'?— 2:fflV>PCR (polymerase chain reaction) \Z& 9 2:£$gcDNAlC^g|b, 
Sfil^JIHrl'Zi. DraIII-e«J»fLfc^^^-pUC19FL3 (NT2RM1) £.fz\$ 

PME18SFL3 (GenBank AB009864, Expression vector) (NT2RM2, NT2RM4, NT2RP2, 
NT2RP3, NT2RP4, Y79AA1, PLACE1, PLACE3, PLACE4, 0VARC1, HEMBAl, HEMBBl, 
MAMMAl, THYR01) \ZcWA<Dj3&}&&&:£>T 2 O — - >^b, cDNA^-f 7 ^ U — £ 
ffr&Lfco infxtr#fc^D->0^7X$ FDNAtCOl^T, cDNACD5'j^£;tte 
3'$ra£>&XIE?iJ£DNA~>— ^ry^>^fUM (Dye Terminator Cycle Sequencing FS 
Ready React ion Kit, dRhodamine Terminator Cycle Sequencing FS Ready Reaction 
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Ki t^fefiBigDye Terminator Cycle Sequencing FS Ready Reaction Kit, PE 
BiosystemsttSSi) Srffl^, T — )l\Z$t^> X->— > is>tfRJ&Vk* DMis—fr 
>+>— (ABI PRISM 377, PE Biosys temsttS!) XDNA;&aiS?iJ£:fl?#T Lfc„ *§*>n 

NT2RM1^CT)^-U rf^^ y yS^S^cDNA^-T ^ U— tt, ^WCCD^ 
J&lnJfll&fBS^^ — pME18SFL3£ffl^Xfe§gb/fc, pME18SFL3{3«^ 0 — ~ >^ 
^(D_hM{-SRa^a^E— ^— ^SV40 small K > h O >j&iIMtni* 0 , 

£ tt&Tmiz «sv40tj? ij a #jn~> ^^gH^J^jf a $ nx^ & 0 p me i 8sfl3cd ^ 

£*B*$i$&Sf i IgP^$r#ttl bX t>£ ©t, ^ n — >>ft U^cDNA8ffit«SR a^Dt 
-^-©TSt- ^ftttfC^A^n&o L£:7^oX. :£ficDNA£^tf^D->X 
fcJU #«=>nfc?^Xi= K&^<DS;£C0S»II&KS ATS -S§tfKC»e 

ttfclu ATGpr^»ESTiMateFLK«fc*#«fjB^*fiJfflbXifffiLfc. ATGpr Wu ATG 

'SU y ^XflF^Blfc^A. A. Salamov, T. Nishikawa, M. B. Swindel ls^cfc 0 HHfg 
$nfc^D^7AT*§, ^fcESTiMateFLtt, 9^— ^©ESTCM' 

^823^3' -^SS^i L<Ditmz X Z> ^ScDNACD oJtgttOS ^ ^ D - > £ jliRT 

±m&<Dwmz&^T±^&&i%m&f)m^?&—>&miRvtzo ^z^cd 
*^<s>, 5' miiz' m<D^mmmiz'D^x / ^y s -^^<-^^mmv. mmx-ftz 
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— 3r>^ (^X^A'&^DNA-y^-l'T-^fflVK PEBiosystemftSSJ© 
DNA~>— ^>y>^iT7Za7Jl/l:foty-^>->>ySM^ai!©y 
— •5r>iJ-— TDNA^SSH^iJ&^W) (CctoT^bfeo — n-XCWCte 
mn<Dj5&T*L\cor %h^DNA->-^>-9— £ffl^T&SI3?iJ£&;t b£ 0 

z\ o l t w £ tc 2 nfc ±&t&mmp\ ii m r ^ / mun & * ^- x <t u , 

^ScDNA^— ^^-Xtlf:. 

2 (D^rftcDNA^— ^^-7C*tL/T, 1 TSiRb*:76? D->(D@H^J«> 
(D^BH^Jt-|W|— <£>t><Z>7^7ft< (-T^^^fr^) , L^t>i^ScDNA^D->tfiJ 

^^n^cDNA^D— >i:i^— <^ ^sse^j^ £ * o t i * 5 si t mm m l £ . &aia 
iE^w^m (#3*fctt#i2) nmrnm (m&tzmm iz& 

±itJB-r^a^<hbT, ^2 0ltH^: Ti3aj (#1 3l?#3<Z>5{g£U:) , I"l3bj 
(#13T#1205{g£A_t) , Tl3cj (#13T#3<D3fgJ^±frO#12(D3{gJ^±) , I"l8aj 
(#18-e#3(D5fgUJi) . H8bJ (#18"r#12©5^±) , $.fz\* HScj (#18Tr 

#3©3fg£Ui^#1203{gJ^±)<hfEm^ 

^ne>Oite^«. ^T<^t)C0^Sn^) : HEMBB1001294, NT2RP2001327> 
NT2RP2000459, Y79AA1000784, NT2RM4001382, HEMBA1002716, NT2RP2002193. 
THYR0100040K 0VARC1000781, PLACE4000052, NT2RP3002948, PLACE1001845, 
PLACE1006469, PLACE1000786, MAMMA1000416, PLACE1005409, NT2RP3000605, 
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NT2RM4002390, HEMBA1004055, PLACE1005603, HEMBA10021 50, Y79AA1000258, 
NT2RM1001105, PLACE1006037, OVARC1001270, HEMBB1001482, MAMMA100041 6, 
PLACE1000133, NT2RP2004013, PLACE3000242, NT2RP3003290, HEMBA1006676, 
NT2RM2001696, HEMBA1007085, NT2RP3000109, PLACE1004506, PLACE1005409, 
NT2RP2003272, HEMBA100562K NT2RP3002399, NT2RM200010K NT2RP2002208, 
NT2RM4000514, NT2RP3002273, MAMMA1000284, HEMBA1007085, HEMBA1004669, ^ 
<ktf NT2RP3001730o 

ifimua-r^m^tvx. m 2 nmmmz ruj tmm^nr^mx^n^m 

fc^"t)m$lZtirz 0 Z\tlt><Dm.fc z ? L te&>T(Db<Dtf^&nZ> : NT2RP2001420, 
PLACE 1000786, 33j;tf MAMMA1002143. 

p*«Bj§a«cocuM-2Mtcjt^, mmmmm(DM^mmmmmcm-2m)3 

MAMMA 100 1388 

it. jEftwmmttmmm m^r^mw \zit^ f <scid) -wx&m 

fg^±±#-r^it^<hbT, m2<DMHimz r5aj (#57?#3(D5fS^_h) , T5bJ 
(#5T*#12(D5fgJ^±) , &fcU T5cj (#5T#3©3f&^±^0#12(D3^Jb) <h!2 

^n^:MAMMA100235KNT2RP2001327,NT2RM1000355,Y79AA1000784,NT2RM4001382, 

NT2RM1000055, PLACE1008947, MAMMA100246K NT2RP300404K NT2RM2001637, 

PLACE1006469, HEMBA1002417, HEMBB1002600, NT2RM4002390, Y79AA1000258, 

NT2RM4000027, MAMMA1002143, NT2RP4000973, NT2RP2005360, HEMBA1003615, 

NT2RM2000522, HEMBA1002475, NT2RP2004242, NT2RM2001637, Y79AA1000784, 

NT2RM4001382, HEMBA1004889, HEMBA1006676, NT2RM2001696, NT2RM4002593, 

Y79AA100178K HEMBA1003805, NT2RP2002606, NT2RP3003876, OVARC1001726, 
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HEMBA100562K NT2RM4000514, NT2RM1000039, MAMMA1001388, MAMMA1001 388, 
HEMBA1007085,NT2RM2001345,NT2RP2000289,NT2RM4001155,43ck^ NT2RP3002818. 

fctfjlC^U y & Xffi2iPfr<Dk. A. Salamov, T. Nishikawa, M. B. Swindel lstd J: 
Olifg£n£::/D^A-e&& [A. A. Salamov, T. Nishikawa, M. B. Swindells, 
Bioinformatics, 14: 384-390 (1998); http://www.hri.co.jp/atgpr/3o f&Mfc. 
^(DMG^Mom^ F>T*&Z>mWm (RTATGprl<hffi*rr£;i 







HEMBA1002150 


0.31 


HEMBA1002417 


0. 83 


HEMBA1 002475 


0. 88 


HEMBA1002716 


0. 14 


HEMBA1003615 


0. 94 


HEMBA1 003805 


0.94 


HEMBA1 004055 


0. 74 


HEMBA 1004669 


0.94 


HEMBA1 004889 


0. 94 


HEMBA1 005621 


0. 94 


HEMBA1 006676 


0. 17 


HEMBA1 007085 


0. 73 


HEMBB1001294 


0. 86 


HEMBB 100 1482 


0.44 


HEMBB1 002600 


0.91 
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MAMMA1000284 
MAMMA1000416 
MAMMA1001388 
MAMMA1002143 
MAMMA1 002351 
MAMMA1002461 
NT2RM1000039 
NT2RM1000055 
NT2RM1000355 
NT2RM1001105 
NT2RM2000101 
NT2RM2000522 
NT2RM2001345 
NT2RM2001637 
NT2RM2001696 
NT2RM4000027 
NT2RM4000514 
NT2RM4001155 
NT2RM400I382 
NT2RM400239O 
NT2RM4002593 
NT2RP2000289 
NT2RP2000459 
NT2RP2001327 
NT2RP2001420 
NT2RP2002193 



0.35 
0.89 
0.94 
0.91 
0.89 
0.49 
0.77 
0.89 
0.94 
0.94 
0.77 
0.91 
0.94 
0.71 
0.94 
0.40 
0.72 
0.94 
0.93 

0.18 (g*ATGpr24iIte: 0.24) 
0.91 

0.06 (S*ATGpr2fate 0.35) 

0. 12 

0.86 

0.88 

0.48 
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NT2RP2002208 0. 49 

NT2RP2002606 0.11 

NT2RP2003272 0.94 

NT2RP2004013 0.48 

NT2RP2004242 0. 94 

NT2RP2005360 0.12 

NT2RP3000109 0.18 

NT2RP3000605 0. 92 

NT2RP3001730 0.77 

NT2RP3002273 0. 90 

NT2RP3002399 0.91 

NT2RP3002818 0.91 

NT2RP3002948 0. 60 

NT2RP3003290 0. 62 

NT2RP3003876 0. 42 

NT2RP3004041 0.52 

NT2RP4000973 0. 36 

OVARC 1000781 0.80 

OVARC 100 1270 0.48 

OVARC 100 1726 0.18 

PLACE1000133 0.53 

PLACE 1000786 0.88 

PLACE1001845 0.08 
PLACE 1004506 

PLACE 1005409 0.09 

PLACE1 005603 0.92 
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PLACE 1006037 0.65 

PLACE1006469 0.85 

PLACE 1008947 0.05 

PLACE3000242 0. 94 

PLACE4000052 0. 80 

THYRO 1000401 0.73 

Y79AA1000258 0.36 

Y79AA1000784 0.93 

Y79AA1001781 0.74 



m f >(^^-7)&m&n^rzo7 $ / jfciffi<D^¥+jummz^\,*xmsoRT 

[K. Nakai & M.Kanehisa, Genomics, 14: 897-911 (1992)]£\ BiSjl^A^dO^ 
TteSOSUI [T.Hirokawa et.al. Bioinformatics, 14: 378-379 (1998)] 

(http://www.sanger.ac.uk/Software/Pfam/index.shtinl) ^m^tz* PS0RT-^> 

sosmiz&v *7$ymffi<DZs#^)\s&m^mnmmm^w\isnfc7*ymmm 
^x. »s«ffiHpt<>tcty hvfcmymmmitty h^-^^^tiz. m 

;U£PR0SITE(http://www. expasy. ch/cgi-bin/prosi te-list. pi) \Z%>Z>Wtffet}7- 

^v-ftM&mmizLx^cDwmMoimm^m-r&ztrfxgz* prosite 

X<D&m HX>0ft*fenIiT?*S. 

^tCD^Wi. Y79AA1000258«, PSORTtCi D«^T ^ J mW&\\Z ; s >? 
tB^tlfeo Sifz* HEMBA1002150, HEMBA1004889, HEMBB1002600, MAMMA1000416, 
MAMMA1001388, MAMMA100246K NT2RM1000355, NT2RP2000289, NT2RP2000459, 
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NT2RP4000973, PLACE4000052, HEMBA1004055, &<fc££Y79AAl 000258 SOSUHC 

<fc o mj£7 ^ y mmmzmnmmmtfmmzntzo 

&&Mfrr>fz\zy h'f— ^ (^Definition, P«, Jt&BB#l©SS» ffll^tt, tyh 
5 s — ^©AccesionNo.(3D0C//7?K«loTaB«Ufc. ££TPte<htt* E#IK<08I 

«*V>££iHttJ&*ift^(Altschul, S.F., Gish, W.. Miller, W. , Myers, E.W. & 
Lipman, D.J. (1990) "Basic local alignment search tool." J. Mol. Biol. 
215:403-410; Gish, W. &States, D.J. (1993) " Identi f ication of protein coding 
regions by database similarity search." Nature Genet. 3:266-272)., 

HEMBA1002417//"Homo sapiens chromosome 19, cosmid R28784, complete 
sequence. V/l . 4E-299//294bp//100V/AC005954 

HEMBA1002417//TIGHT JUNCTION PROTEIN Z0-1 (TIGHT JUNCTION PROTEIN 
1) . //I . 00E-121//489aa//52X//P39447 

HEMBA1002475//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG 
PROTE I N) . // 1 . 1 0E- 1 2//2 85 aa//3 1 %//? 17437 
HEMBA1003615//Homo sapiens ART-4 mRNA, complete 
cds. //0//1 7 1 3bp//99V/AB0261 25 

HEMBA1003805//Mus musculus KH domain RNA binding protein QKI-5A mRNA, 
complete cds.//0//988bp//95V/AF090402 

HEMBA1004669//SON PROTEIN (S0N3).//7. 30E-17//288aa//36V/P18583 
HEMBA1004889//Human C3f mRNA, complete cds.//6.70E- 
2 4//34 1 aabp//2 6S//U7 2 5 1 5 

HEMBA1 005621 //"Homo sapiens Mad2B protein (MAD2B) mRNA, complete 
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cds.V/2. 9E-224//1031bp//99V/AF139365 

HEMBA1 005621 //Homo sapiens Mad2-like protein mRNA, complete cds.//8. 00E- 
21 l//962bp//993J//AF072933 

HEMBB 1001294// GTP-B I ND I NG PROTEIN TC10.//1. 20E-79//1 96aa//80«//Pl 7081 
HEMBB1001482//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 
(HPF7) . //2. 10E-57//941aa//27*//Q05481 

HEMBB1002600//Homo sapiens tetraspan NET-5 mRNA, complete 
cds. //0//1417bp//99V/AF089749 

MAMMA1000284//P.walti mRNA for rnp associated protein 55. //2. 20E- 
109//864bp//76V/X99836 

MAMMA1 0004 1 6/ /HYPOTHET I CAL 32.0 KD PROTEIN C09F5. 2 IN CHROMOSOME 
III. //2. 00E-30//1 19aa//53V/Q09232 

MAMMA 100138 8//LEUC I NE-R I CH ALPHA-2-GLYC0PR0TE I N (LRG) . //1 . 40E- 
165//312aa//99V/P02750 

MAMMA 1 002 143//Homo sapiens Cdc42 effector protein 4 mRNA, complete 
cds. //I. 70E-252//1 170bp//99V/AF099664 
MAMMA 1002351/ /FERR I PYOCHEL I N BINDING 
PROTEIN. //0. 000078//127aa//26V/P40882 

MAMMA1002351//Mus musculus dynactin subunit p25 (p25) mRNA, complete 
cds. //4. 30E-1 1 9//773bp//86V/AFl 90795 

NT2RM 1 000039/ /HYPOTHET I CAL 41.4 KD PROTEIN IN SRLQ-HYPF INTERGENIC REGION 
(EC 1.18.1.-) (0RF4) (0RF2).//2.90E-14//299aa//25V/P37596 
NT2RM1 000055//" Homo sapiens mRNA for KIAA0829 protein, partial 
cds. V/0//31 1 lbp//99V/AB020636 

NT2RM1000055//Rattus norvegicus mRNA for TIP120, complete 
cds.//0//3106bp//89V/D87671 
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NT2RM1000355//Homo sapiens transmembrane protein BRI (BRI) mRNA, complete 
cds.//0//1599bp//99!K//AF152462 

NT2RM2000522//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG 
PROTE IN) . //1 . 30E- 1 2//2 82aa//32V/P 1 7437 

NT2RM2001345//VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1. //2. 90E- 
08//334aa//22V/Q00808 

NT2RM4001 155// ADRENAL MEDULLA 50 KD PROTEIN. //4. 10E- 
197//445aa//78V/Q27969 

NT2RM4001382//Homo sapiens RanBP7/impor t in 7 mRNA, complete cds.//2. 20E- 
237//1079bp//99V/AF098799 

NT2RP2001327//TUM0R NECROSIS FACTOR, ALPHA-INDUCED PROTEIN 1, ENDOTHELIAL 
(B 1 2 PROTE IN) . //5. 50E-1 16//31 laa//71 V/Q 13829 
NT2RP2001420//Mus musculus nuclear protein N1P45 mRNA, complete 
cds. //9. OOE-1 1 2//742bp//82%//U76759 

NT2RP2002193//Homo sapiens PIAS3 mRNA for protein inhibitor of activatied 
STAT 3, complete cds. //0//2809bp//99V/AB02 1868 

NT2RP2002606//Rattus norvegicus Rabin3 mRNA, complete cds.//9.20E- 
147//874bp//87V/U19181 

NT2RP2003272//Homo sapiens ubiquilin mRNA, complete 
cds. //0//1789bp//99V/AFl 76069 

NT2RP2004013//TRANSCRIPTION FACTOR BTF3 (RNA POLYMERASE B TRANSCRIPTION 
FACTOR 3).//2. 30E-53//141aa//78V/P20290 

NT2RP 2004 24 2//NEUR0F I LAMENT TRIPLET H PROTEIN (200 KD NEUROFILAMENT 
PROTEIN) (NF-H) . //9. 90E-1 2//427aa//26*//P19246 

NT2RP2005360//Homo sapiens sentr in/SUMO-speci f ic protease (SENP1) mRNA, 
complete cds.//l. 30E-52//753bp//67V/AF149770 
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NT2RP3000109//P54 PROTEIN PRECURSOR. //0. 0000065//358aa//22V/Pl 3692 
NT2RP3000605//Mus musculus mRNA for wizL, complete 
cds.//0//2232bp//82V/AB0 12265 

NT2RP3001730//SEPTIN 2 HOMOLOG (FRAGMENT) . //7. 10E-1 32//294aa//84V/Q14141 
NT2RP3002273//SCD6 PROTEIN. //I. 30E-09//295aa//283!//P45978 
NT2RP3002399//DNA REPLICATION LICENSING FACTOR MCM4 (CDC21 HOMOLOG) (Pl- 
CDC21).//8.60E-79//416aa//34V/P33991 

NT2RP3002818//INSERTI0N ELEMENT IS2A HYPOTHETICAL 48.2 KD 
PROTEIN. //5.70E-226//303aa//97V/P51026 
NT2RP3002948//RING CANAL PROTEIN (KELCH PROTEIN) .//2. OOE- 
lll//551aa//42V/Q04652 

NT2RP3003290//Mus musculus mRNA for Ndrl related protein Ndr3, complete 
cds.//1.5e-310//1468bp//82V/AB033922 

NT2RP3003876//Rattus norvegicus Rabin3 mRNA, complete cds.//4. 50E- 
1 47//874bp//87 V/Ul 9181 

NT2RP4000973//PROBABLE PROTEIN DISULFIDE ISOMERASE P5 PRECURSOR (EC 
5. 3. 4. D.//1. 40E-26//90aa//42V/P38660 

0VARC1001726//APICAL-LIKE PROTEIN (APXL PROTEIN) . //4. 30E- 
16//116aa//43V/Q13796 

PLACE 1000133/ /TRANSCR I PT I ON FACTOR BTF3 (RNA POLYMERASE B TRANSCRIPTION 
FACTOR 3) . //1 . 80E-62//1 58aa//81 V/P20290 

PLACE 1 000786/ /PUTATIVE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTOR (RHO/RAC 
GEF) (FACIOGENITAL DYSPLASIA PROTEIN HOMOLOG) . //7. 10E- 
09//59aa//47«//P52734 

PLACE 1 001 845//Mus musculus cyclin ania-6a mRNA, complete cds.//3. 30E- 
31//925bp//62V/AF159159 
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PLACE 1004506/VHomo sapiens carboxyl terminal LIM domain protein (CLIM1) mRNA, 
complete cds.//2. 10E-16//402bp//62*//U90878 

PLACE 1 006469// ACETYL-COENZYME A SYNTHETASE (EC 6.2.1.1) (ACETATE— COA 
L1GASE) (ACYL- ACTIVATING ENZYME) . //I . 20E-83//3 1 3aa/ / 49V /P27550 
PLACE3000242//"Homo sapiens mRNA for KIAA1 114 protein, complete 
cds. " //0//2786bp//96X//AB029037 

PLACE3000242//Human trophinin mRNA, complete cds. //0//2290bp//99V/U0481 1 
PLACE4000052//Homo sapiens ATP cassette binding transporter 1 (ABC1) mRNA, 
complete cds. //0//4661bp//99S//AFl 65281 

THYRO 1000401 //Human TcD37 homolog (HTcD37) mRNA, partial cds.//1.10E- 
90//430bp//99V/U67085 

Y79AA1 000784//" Homo sapiens RanBP7/impor t in 7 mRNA, complete 
cds . " //l . 1 0E-236//1 076bp//99*//AF098799 

^(Dmmt&o—^. wnzfu— hmoiii-f-Dft&.vfc&LWfcWz.mmv, 100 

mT*\0ftmmmvrc'&. PCRSJ&(^>^;U£bT&fflLfco PCRteTaKaRa PCR 
Amplification Kit (^tiSD &m Zfu h r2-;H;ifi£oTlJKJfc20 tiWKfo 

— ^X>y>^ffl®y7'f7- ME761FW (5' tacggaagtgt tact tctgc3' /SH^J# 
^: 1 5 4) <hME1250RV (5* tgtgggaggttttttctcta3' /BH^J#^" : 1 5 5)©^7 
— » ££:teM13M4 (5* gt 1 1 tcccagtcacgac3' /1H^J#-^ : 15 6)£M13RV 
(5'caggaaacagctatgac3'/I22?iJ#^ : 1 5 7)<D^7-&&m Lfc. PCRSJ&te, 
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GeneAmp System9600 (PE;Hty7fAXtl) X\ 95^ 5 #Pb1M§II&> 95^10 

#, 68au#eaTio-tM trfrv. ts ziznmowffl, somftrnx^oy-^ o ;vm\ 

T> mtX^tfATrDNA^feU Jf«llLfccDNA^^bfc 0 ii^T^^^ofc 
^©cDNA< >^-h$fc0^7^5 7;P# Uft&ffi*£ (J Sambrook, 
EF Fritsh, T Maniatis, Molecular Cloning, A laboratory manual / 2nd edition, 
Cold Spring Harbor Laboratory Press, 1989) XfflMVfto 

Isfcio t<D>l (^-U >#— *t§S!) ^(7)DNA(DX4^-7^ >^«> Biomek2000 
h U-t-h^-y3>y7fA (^>.y ^ t>zi— )V&— ttM) C0384tT> 
;U£ffl^TfT^o -tUt>%. DNAC^Ao ^3847^^1/— h£-fey hlfc. ^> 
©DNA^(C, hf>^/-;W(7)384ffl<054^b^:tf-^^B#(zS«L, DNA£iB;:£*$<L 

H^te^fe (J Sambrook, EF Fritsh, T Maniatis, Molecular Cloning, A 
laboratory manual / 2nd edition, Cold Spring Harbor Laboratory Press, 1989) 

^Lfclst strand cDNA£^JB Lfc 0 1st strand cDNAO-g-j&teThermoscript™ 
RT-PCR System (GIBCOfrSD £rfflV*Tfr-? £ 0 -r&fc>-£* b h<£&m^*3kmRNA 
(ClontechttSD ©1.5 wg<h. 1 w 1 50 ^MOligo (dT) 20£JIH>T. 50 wCi [a 
33 P]dATP£EsinLT#JR<£>:7°n Kn-JKcftoTlst strand cDNA£-&/& L*:o ^ 
P — ^(DffiMlt* ProbeQuant (TM> G-50 micro column (7?ytA7 7Jl'Vx7;'? 
■l^^vZttM) ^fflV^T#M<D7 s D hzi-jUtc^oTfro/io 2 units E. 

coli RNase H^^jDbT> £fiT?10#ISH' >+^- h U ££K:100 //gfch 
COT-1 DNA (GIBCOfrSi) ^^LT« 97ST10#P.JH >^ra^- h*&, fc±lZffr 
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3 >te» 0 Sambrook, EF Fritsh, T Maniatis, Molecular Cloning, A 

laboratory manual / 2nd edition, Cold Spring Harbor Laboratory Press, 1989) 
KftoTffofc. mmt. t^D>I^#tl <2X SSC, IX SDS) £fi . 

(*tJ26m) T20^F B 1©-f >^n.^-h«r3HI«fe#Lx7t^ &#l&2 (0. IX SSC, IX 
SDS) 65^7?20^^^^#^3IHtfo^:o h^^^AfcL BAS2000 

BAS2000£ffl V>T»#T U A©pB«7 7 -f JVtLTtfWC^lft 

LTlSibfc, ^DNAX^y h(^v^;P^<7)^tf«> Visage High Density Grid 
Analysis Systems (v^x 7 5 y ^ V >J a.— V >XttSS!) £/flwrfT^ ->^;U 
Ste^acfit^— ^flsbfc. ^-^taDuplicateT^L, ^•C0^i4«2OCDDNA 

b©->^;i/!its*jt«Lfc. h<z>95%a*> h 

(C^bT2fg^(D^^;HST^D, ffiP^«r=0.97-e*^„ x-^Sgitt 

<D>-^;i/3iSOJij!lP^MLT^»t)ofeo DNAtbTte, PLACE1008092 

(GenBank Access ion No. AF1 07253 hm-) bfco hukE©7j^TPLACE1 008092 

CDDNATU-r &VEMVfra Zfu — 7<hlTll PLACE1008092<DmRNA?r in vi tro-g-fifc 

— yT^^U >^Ufelst strand cDNA IT^ffllfc. PLACE1008092(DmRNA 
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£in vi tro-&/j£T£fc#){C> pBluescript SK(-) (DIT^a^E — #JK; 
PLACE1008092(7)5 , *»^^$n^>=t-5{'m^#^/!:^^X= K£ifi/£Lfc. "T 
pME18SFL3MPE^DraIII^^^m^^n^PLACE1008092^, U 
ISI#mhoIT^UTPLACE1008092£^9fctjL£: 0 

pBluescript SK(-)£, ^0 0 ffi UfcPLACE 100809 2 £DNA ligation kit ver. 2 (Stt 
£ffl^T^-f^— ->a >b7to PBluescript SK(-) tc:m^#^.^:PLACE1008092 
©mRNAOin vitro£-fi£te, Ampl iscr ibe <TJI) T7 high yield transcription kit 
(Epicentre technologies*!^) Sfflvvrfrofc. A-f ^ >J ^-f If— ^ a 

ft **i x i o 7 m g/m i u(Tt it yo- :/ \z. \tm is fz > tfj-jimMm ^ z t , 

5/ Mi— mz&U'<)V<D>'tf'}-JV£l,rz. Ixl0 7 ~0. 1 Mg/mlOfgHT^n — ^jg 

f)U MOO, 000C0mRNACD^m^ftlr^^>o 

fc: hIE3dij& (heart, lung, pi tui tary gland, thymus, brain, kidney, liver, 
spleen) iz£>tf2>. £-cDNACD^51»£0~10, OOOOmflfr^Ufeo •ZOl&m. 'PfZ 

HEMBA1002150, HEMBA1002417, HEMBA1003615, HEMBA1003805, HEMBA1004669, 

HEMBA1006676, HEMBA1007085, HEMBB1001294, MAMMA1000284, MAMMA1000416, 

MAMMA1001388, MAMMA1002143, MAMMA100235K MAMMA100246K NT2RM1000039, 

NT2RM1000355, NT2RM200010K NT2RM2001345, NT2RM2001696, NT2RM4001 155, 

NT2RM4001382, NT2RM4002593, NT2RP2000289, NT2RP2000459, NT2RP2001 327, 

NT2RP2001420, NT2RP2002193, NT2RP2002208, NT2RP2003272, NT2RP2004013, 

NT2RP2005360, NT2RP3001 730, NT2RP3002273, NT2RP3002399, NT2RP3003290, 

NT2RP3003876, OVARC1001726, PLACE1000786, PLACE1004506, PLACE1005409, 
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PLACE1006469, PLACE1008947, PLACE3000242, PLACE4000052, THYR01000401, 
Y79AAl000258o 

HEMBA100215(h HEMBA1007085. MAMMA1000416, MAMMA1001388, NT2RM1000039 o 

HEMBA1002475, HEMBA1002716, HEMBA1004055, HEMBA1004889, HEMBA100562K 

HEMBB1001482, HEMBB1002600, NT2RM1000055, NT2RM1001 105, NT2RM2000522, 

NT2RM2001637, NT2RM4000027, NT2RM4000514, NT2RM4002390\ NT2RP2002606, 

NT2RP2004242, NT2RP3000109, NT2RP3000605, NT2RP3002818, NT2RP3002948, 

NT2RP300404K NT2RP4000973. OVARC100078K 0VARC1001270\ PLACE1000133> 

PLACE1001845, PLACE1005603, PLACE1006037, Y79AA1000784, Y79AA1 001781,, 

^I^O^i)!j©lt^W^^ViOVARC1000037 {heterogeneous nuclear 
ribonucleoprotein (hnRNP) } (D^miZit^T. ^M^m^T*^ < ^SrT 
£jfrf*^teU \XT(D£.0\Z®:l£\stz o t-^^^OVARC1000037CD#mm-e<??'>^^- 

Lfeo ^(DB^ HEMBA1002150, MAMMA1000416, NT2RM1000039, NT2RM1000355 ifi 
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it^>/^^mX-$>^7T\ it Mt^ (glycated protein) mm<Dm<t*>K 
#WT?&"5i&£*M^K (advanced glycosylat ion endproduct) 1fi&Z> a ^:Z\1: 

m^mmiz^x.zn^^>/^^mwm^\z^m(Dmtr^m^^mmL'rz 0 

-i V b — y-Tr^^;i/L feist strand cDNA^D — :/£|fl^T, MIB^DNATKi 
ArrayGauge (f±¥«7 ;UA*t§!}) T«?#Tbfco 

mmMitvonvi'ifomTJi''?^ xDmmit. ^>jfiim7;u:/=- > (sigmaam) 

£50mM GlucoseCDU >iA*7 7 7 — c£T37^ 8jlfHH >*^^— h tXUML 
fcBSASr, U yT-lZttVTmViLTft ofeo 

IE^t hJffiMf*3&iSHJ!a (Cell Appli cat ionstt§3) Jiatti&ami©^ y 
:x (Farcon4±§SD £JH^T, endothel ial eel 1 growth medium (Cel 1 Appl icat ions 

&m) 4>t> -r >=>t=l^-?- (37^, 5% c<v jpm) tan, mmistz* mm 

M^T^f y zy=L\ZUyy)VJL>V\Zt^'Df^hZ^,X. Vz/lkffiT)U'^> (sigma 
*t§3) , «IYb^'>lfil»T;P^^> (sigma*h§g) S/ttt»**^«j«jliitf 
>£250 Mg/mimSPLT33PfF B K>^rjL^-hLfe 0 ffljjgdi ^(DmRNAOjfbam, 
FastTrack ( ™>2.0 kit (Invi trogen%h$3) ^ffl^Tffofe. A-f ~7 U ^< if — 5/ a 

HEMBA1003615, HEMBA1003805, HEMBA1004669, HEMBA1007085, HEMBB1001 294, 
HEMBB1002600, MAMMA1000284, MAMMA1000416, MAMMA1001388> MAMMA100246K 
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NT2RM1000039, NT2RM1000355, NT2RM2000101, NT2RM2001345, NT2RM2001696, 

NT2RM4000514, NT2RM4001 382, NT2RP2001327, NT2RP2001420, NT2RP2002208, 

NT2RP2002606, NT2RP2003272, NT2RP2004013, NT2RP2004242, NT2RP2005360, 

NT2RP3001730, NT2RP3002273, NT2RP3002399, NT2RP3003290, NT2RP3003876, 

NT2RP3004041, NT2RP4000973, PLACE10001 33, PLACE1001845, PLACE1004506, 
PLACE3000242, Y79AA1000784* 

Unfflmoy&m.WZ'D^Tfe. ^fitjtC^ScOINSTRACTIONMANUAL^ofeo 5fc 
5MtNT23ffiII£<hte,OPTI-MEM I (GIBCO BRLttSl, ft? n ^No. 31985) ,10* (v/v) fetal 
bovine serum(GIBC0 BRL#:$S[), l*(v/v) penicil 1 i n-s t rep tomyc in (GIBCO BRLtt 

5fe^'fbNT2^BS&^rD-MEM (GIBCO BRLltlS, ft? U ^No. 1 1965) , 10* (v/v) fetal 
bovine serum, U(v/v) penicillin-streptomycin, lO^MRetinoic acid (GIBCO BRL 

xmmvx^^izmmm^mvxmmvmnmmt^ >mmmm 
r^mrcm2mm^mm^mmmm^mLrzmmii-mii(GiBco brli±§sl ft?u 

^No. 11965), 10*(v/v) fetal bovine serum, l*(v/v) penicillin-streptomycin, 
IOmM Retinoic acid, 10^M FudR(5-Fluoro-2' -deoxyuridine : GIBCO BRL^hSSl), 
IOmM Urd(Uridine : GIBCO BRU±§g), 1/xM araC(Cytosine /3-D- 
Arabinofuranoside : GIBCO BRL%t§S!) \Z®Vtz.'&2 mm'&<DMfa~?&Z> 0 -^tl^tl 
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(DMmfch Vzf>->mmi'T\E\W&. total RNAt^JlStB^ S.N. A.P. <TM) total RNA 
isolationkit (Invi trogentt®!) tem^T'tf-ofco /W :/U ^-fif— ~> a >JBtf> 

:/n— ^©^^u >^«, cicDtotai rna io tig&m^x* mu^rnxmrniz 

■7 s — *fctn = 3T#»U ^bM^Ma&0<DJfflJiS(D^^Jl/t, &LCD»III&© 
->^;P^it^UfCo i:b^(C«-^t^©iKth^^fToT, ->^;hi©t> 

fflcD^P->{c*fUT : bWflli^ff 

^n^ti^Biiao^iie^tc-QtiT^^;^©^ (m„ m 2 ) tm^ftm (s, 2 , 

s 2 2 ) ifc|gTS2 0©^<Z)^^^^^^^s 2 ^4e)feo t= (M, 

- M 2 )/s/ (1/3+1/3) ,/2 $r^s6fc. @i^4t LXt^^O^STK^^^^PT^^ 
0.05<i:0.01©tMtit^bi:, M^^^^t-^-n^tlP<0.05, £feHP<0.01 

HEMBA1003805, HEMBA1004669, HEMBA1007085, NT2RM1000039, NT2RM1001 105, 
NT2RM2001637. NT2RP2001420, NT2RP2002193, NT2RP2002208, NT2RP2003272. 
NT2RP3000109, NT2RP3000605, NT2RP3003290, NT2RP300404K PLACE1001845, 
PLACE1005409, PLACE3000242 te, RAKcfc K)5£m&mM Lfco NT2RM1000355, 
NT2RP2002193, NT2RP2003272, NT2RP300404K PLACE1004506, PLACE1005603. 
PLACE3000242te, RA/|S«JT^3!^if in Lfc„ NT2RM4002593 teRA/|fl^ 

M-C^Mfim'PLrz* NT2RP2002193, NT2RP2003272, NT2RP300404K 

PLACE3000242 teRA<h, RA/S^J^M^T^^ittDL^c Z\tl*><D? D->te 

8. u^T^raae^^tff 
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mmmmmm\zmmiyt^B!kn^m^-f^^ v-k-i y(DY^m\z^0k^^ifi 

m&lsT^Z>£^7LibnT^Z> CJ zlV ^^1f $g-fc>^— , http://www. rheuma- 
net.or.jp/) . ftifiOBT^tc: <tnWu tissue necrosis factor (TNF) -alpha^W 
i?-T : hZ.£tft>fr-oT^Z> (Current opinion in immunology 1999, 11:657-662) „ 

«D^*mJliiMia^TNF-alpha#&TT^«bT^^^^jie^^^b 
fco *Ott#*t¥»J!Kttlia (Cell Applications^) fc£, mmm\ZU >7)1>3L> h 
tdig^LT, 10 ng/ml human TNF-alpha U >13— ~? WW AihSS) £#121 

&\zLTmisaLTZ <biz2 4mm%mistc 0 

Mf&frZO total RNA(D}ftfctH3u S.N.A.P. (TM) total RNA isolation kit 
(InvitrogenftgD Srffl V^TfTo £:„ /W^U ^H?— ->a >ffl©^n — 
«^U>^tt, £©total RNA 10 Mg^ffl^T, WfB©^^T fflttk: UTff o fe, 

IcWJclC^&S^D — P < 0.05TS^b^io #fl?#Tte, z/tf-3-)\sm<Di& 

^ ? u- >T& o T t>M5r^tf^t'^{±iT^ Lfc^o T40OT© ~> i^Mi 
<7) ^ D — >izM LT t>fNffi£fr o fro 

^n?nmm<D&i&fcTiz-D^Tz/t/j-)\'m.<D : ¥i% (m„ m 2 ) <h^*#f!t (s, 2 , 
s 2 2 ) &&?&2^<Dfflm<DW*ftmfrz&f&m*ftms 2 &&tt>rz<> t = cm, 

- M 2 )/s/(l/3+l/3) ,/2 £3ic5£>*:o g*S4t UTt#^<2W*7K^<£>?£^PT&£ 

o.o5<ho.oi(m{i<hJt&bT, m^±^^m^iz^n^n?<o. 05, £fcteP<o.oi 

^(D^^ HEMBA1004889, MAMMA1000416, NT2RM1000039, NT2RM200010K 
NT2RM4000514, NT2RP2003272. NT2RP3002399, Y79AA1000784 te, TNF-alphat?fg 
m&tg-halstc. HEMBA1002150, NT2RP3003290, 0VARC1001270te, TNF-alpha 
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@^ <!: LT^i$£*lT€T^<5 (United States Environmental Protection 
Agency: Ozone Depletion Home Page, http://www.epa.gov/ozone/) „ 

&mmi>r£ 0 Wttmmfcmm&mmWM®. (Cell Applications*^) te, ig#m 
izn>7)]sJL>blzmmisT. 254 nm£>#t*m£l 0,000 m J/cm 2 {i#tL£:o 
MilS^e,CDmRNA(7)tttB«. 7fcH8fcKD*fflJfe, Bg*f^ 4 NfK^fdfi 2 4l$P B l ]ig*L£: 
^BJia^*r^t-, FastTrack™ 2.0 mRNA isolation kit (Invi trogenftlg) 
TfTo^ioA-l'^'jy-rif— ->3 >fflO^D — ^CO^^U >^te, £(DmRNA 1.5 p. 
g£/fH>T, HulB(D^feTt5lilt3LTfTo^:o ^— ^ttn = 3T5tf#U 

^m^(Dm^mm^n^x.^^±M&<D^\z^Mizm^$>^>^u->^. 

p < o.osT^tRL^o #fi?#fte:, >-^;i/fii(D<gv^ p— >-ea&oTt>M£&cfr 

^n^nmm(D^m^iz-D^T->^)i'm(D^ (m„ m 2 ) ^m*^ ( Sl 2 , 
s 2 2 ) ^T^>2 0(7)^cD^^fi:^e>^^*^ms 2 ^se)fe 0 t= (m, 

- M 2 )/s/(l/3+l/3) m &j£i&fc B g6t4<b LTtrfr^^WlCTk^cD^PT 
0.05t0.01(7)t<ittJt^L,T> m&±Z^m&\Z^n^tLK0.05. £7cteP<0.01 

xmmfc(Dmfc^-<Dftmz%i&$>z> £.mfevfr a ^<t<Dmmizit-<x~y^-r)i 
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HEMBA1002475, HEMBA1004055, HEMBA1004669, HEMBA1006676, HEMBA1007085> 
HEMBB1002600, MAMMA1000284, MAMMA1000416> NT2RM1000039, NT2RM200010K 
NT2RM2001696, NT2RM4002593, NT2RP2000459, NT2RP2001327, NT2RP2001420, 
NT2RP2002193, NT2RP2O02208, NT2RP2003272> NT2RP2004013, NT2RP2004242, 
NT2RP3000109> NT2RP3000605, NT2RP3001730, NT2RP3002273, NT2RP3003290, 
NT2RP4000973, OVARC100078K 0VARC1001270, OVARC1001726, PLACE1000133, 
PLACE1001845> PLACE1004506, PLACE1005409. PLACE1005603. PLACE1006037, 
PLACE1006469. PLACE1008947, PLACE3000242, PLACE4000052. THYR0100040K 
Y79AA1000784. Y79AA1001781, 

--vmrnmizttttrnvit <o?z>z twaimiztzZo 
&rc. *mw<z>mfc?^ miim<Dfflk j pm t &mizmm\zMmisT^2>mfr*>* 
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£ji.{±}-r ztizz o » mnmzm%itetimm*:Mf£-?z> z h&x&z> 0 

a**t#$ft&. aMBEKS^ote^ uzmz^nfrn- \^-r^^>n^m^ 

rtim&mmftwt^m&mm.mz&iiti'rztg. "teH&mw&izmmmm&mz 
v j ^T^ib(DT*&2>z\±fii^®iT»gz> <> -risJbttf&mz. x*)i7>mmom& 
m<n^m\zmmTz> z t&x%z>o 

—?5. *%w<DMfcT* &<5^te^*i7^n— p-tzzynznu. mmm^m 
mmmiz%>\,>T. nmte'&m&^fcisX^&^mvk&m^K l^ot, zvm. 
fc^?>/*?M<Dmi&&mwT&z\£iz£-oTMmMm&^ffi. $>z>wzmf® 
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l.TIE (a) ^6 (d) ©Vim*^ClB*<D3t?U5?^U^K, 

(a) @B^iJ#-^ : 1 , 3 , 5 , 7 , 8, 10, 12, 14, 16, 18, 2 
0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 4, 3 6, 3 8, 4 0, 4 2, 4 4, 
4 6, 4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 
8, 7 0, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7, 8 9, 
9 1, 9 3, 9 5, 9 7, 9 9, 1 0 1, 1 0 3, 1 0 5, 1 0 7, 1 0 9, 
111, 113, 115, 117, 119, 121, 123, 125, 12 
7, 1 2 9, 1 3 0, 1 3 2, 1 3 4, 1 3 6, 1 3 8, 1 4 0, 1 4 2, 
144, 1 4 6 , 43 1 4 8 fcSEmsn;fcffiSfi^J©^ntf>£^tf^ U 

(b) @a^J#^ :2, 4, 6, 9, 11, 13, 15, 17, 19, 21, 
2 3, 2 5, 2 7, 2 9, 3 1, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 
7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8, 9 0, 9 2, 9 
4, 9 6, 9 8, 1 0 0, 1 0 2, 1 0 4, 1 0 6, 1 0 8, 1 1 0, 1 1 
2, 1 1 4, 1 1 6, 1 1 8, 1 2 0, 1 2 2, 1 2 4, 1 2 6, 1 2 8, 

1 3 1, 1 3 3, 1 3 5, 1 3 7, 1 3 9, 1 4 1, 1 4 3, 1 4 5, 1 4 

7, ^Sckt^i 4 9izmm<DT^sm&n<D^-?nfrfrt>ts.&?>^&n&^ 

( c ) SB^J#^ :2, 4, 6, 9, 11, 13, 15, 17, 19, 21, 

2 3, 2 5, 2 7, 2 9, 3 1, 3 5, 3 7, 3 9, 4 1, 4 3, 4 5, 4 
7, 4 9, 5 1, 5 3, 5 5, 5 7, 5 9, 6 1, 6 3, 6 5, 6 7, 6 9, 
7 2, 7 4, 7 6, 7 8, 8 0, 8 2, 8 4, 8 6, 8 8, 9 0, 9 2, 9 
4, 9 6, 9 8, 1 0 0, 1 0 2, 1 0 4, 1 0 6, 1 0 8, 1 1 0, 1 1 
2, 1 1 4, 1 1 6, 1 1 8, 1 2 0, 1 2 2, 1 2 4, 1 2 6, 1 2 8, 
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1 3 1, 133, 135, 137, 139, 141, 143, 145, 14 

7, &£z$i 4 9 izmmo>^-Tnfr<D7 $ smmmz&^T. i^l<«^ 
£> & o , mib t ^ / KiB^j^ ?>^5iest gift tc isi^ ^ > a z it £ 3 

- PT&rtVX'ri'ttl** 
(d) 1B^J#^- : 1, 3, 5, 7, 8, 10, 12, 14, 16, 18, 2 
0, 2 2, 2 4, 2 6, 2 8, 3 0, 3 4, 3 6, 3 8, 4 0, 4 2, 44, 
4 6, 4 8, 5 0, 5 2, 5 4, 5 6, 5 8, 6 0, 6 2, 6 4, 6 6, 6 

8, 7 0, 7 1, 7 3, 7 5, 7 7, 7 9, 8 1, 8 3, 8 5, 8 7, 8 9, 
9 1, 9 3, 9 5, 9 7, 9 9, 1 0 1, 1 0 3, 1 0 5, 1 0 7, 1 0 9, 
111, 113, 115, 117, 119, 121, 123, 125, 12 
7, 1 2 9, 1 3 0, 1 3 2, 1 3 4, 1 3 6, 1 3 8, 1 4 0, 1 4 2, 

144, 14 6, i5ckD?i 4 8\zmm-£tit£\,*-?tifr<Di&mmmfrz>tsiZ>7£ 

VX? Utt H <h X N U > yi > h &&#T-e/W 7 U ^ XT -5 ^ U J* * 

4. awwu, ^fc\*mikm2\zuM<Di$v*9u*^F^$$'<?5?— 0 

tm<D^ $ $ - ^umTzmnsmw* 
6. mj£m5iz$zM<DMn&mit&i%mL, ^mm^^T^nm^ts. m 
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8 . m&m 3 ^3H«<Dse»*fc«a^^ f 

(b) m&mnztzwHD (a) ixiH«©^sie^i^^^sjt^©^0iaHiia 

12. #c©:DB w^^m^^o 

(a) (Cl2«C7)#U^^l/^-^F^a'J^-r^>X^ 

(b) (a) ©8Jj£*g*&lt«©#fc£Miitttt*IfI 

13. *©Ig^^, WJSO^tti^o 

(a) ^^+©st^3(C|Emo^eS43^^/^/c«SI5^y^F^ 

.awrrsis. 

(b) (a) <Dmi£Mm&mm<D&&£Mmttrtz>j:n. 
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<110> Helix Research Institute 

<120> Genes related to stomach cancer 

<130> H1-107PCT5 

<140> 
<141> 

<150> JP 1999-248036 
<151> 1999-07-29 

<150> JP 1999-300253 
<151> 1999-08-27 

<150> US 60/159590 
<151> 1999-10-18 

<150> JP 2000-118776 
<151> 2000-01-11 

<150> US 60/183322 
<151> 2000-02-17 

<150> JP 2000-183767 
<151> 2000-05-02 

<150> H1-107DP4 
<151> 2000-06-09 

<160> 157 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 1672 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (112).. (1410) 
<400> 1 

gggccacaag gctacagctg ccactgtcgc ctgggtttcc ggccagcgga ggatgatccg 60 
caccgctgtg tggacacaga tgagtgccag attgccggtg tgtgccagca gatgtgtgtc 120 
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aactacgttg gtggcttcga gtgttattgt agcgagggac atgagctgga ggctgatggc 180 
atcagctgca gccctgcagg ggccatgggt gcccaggctt cccaggacct cggagatgag 240 
ttgctggatg acggggagga tgaggaagat gaagacgagg cctggaaggc cttcaacggt 300 
ggctggacgg agatgcctgg gatcctgtgg atggagccta cgcagccgcc tgactttgcc 360 
ctggcctata gaccgagctt cccagaggac agagagccac agatacccta cccggagccc 420 
acctggccac ccccgctcag tgcccccagg gtcccctacc actcctcagt gctctccgtc 480 
acccggcctg tggtggtctc tgccacgcat cccacactgc cttctgccca ccagcctcct 540 
gtgatccctg ccacacaccc agctttgtcc cgtgaccacc agatccccgt gatcgtagcc 600 
aactatccag atctgccttc tgcctaccaa cccggtattc tctctgtctc tcattcagca 660 
cagcctcctg cccaccagcc ccctatgatc tcaaccaaat atccggagct cttccctgcc 720 
caccagtccc ccatgtttcc agacacccgg gtcgctggca cccagaccac cactcatttg 780 
cctggaatcc cacctaacca tgcccctctg gtcaccaccc tcggtgccca gctaccccct 840 
caagccccag atgcccttgt cctcagaacc caggccaccc agcttcccat tatcccaact 900 
gcccagccct ctctgaccac cacctccagg tcccctgtgt ctcctgccca tcaaatctct 960 
gtgcctgctg ccacccagcc cgcagccctc cccaccctcc tgccctctca gagccccact 1020 
aaccagacct cacccatcag ccctacacat ccccattcca aagcccccca aatcccaagg 1080 
gaagatggcc ccagtcccaa gttggccctg tggctgccct caccagctcc cacagcagcc 1140 
ccaacagccc tgggggaggc tggtcttgcc gagcacagcc agagggatga ccggtggctg 1200 
ctggtggcac tcctggtgcc aacgtgtgtc tttttggtgg tcctgcttgc actgggcatc 1260 
gtgtactgca cccgctgtgg cccccatgca cccaacaagc gcatcactga ctgctatcgc 1320 
tgggtcatcc atgctgggag caagagccca acagaaccca tgccccccag gggcagcctc 1380 
acaggggtgc agacctgcag aaccagcgtg tgatggggtg cagacccccc tcatggagta 1440 
tggggcgctg gacacatggc cggggctgca ccagggaccc atgggggctg cccagctgga 1500 
cagatggctt cctgctcccc aggcccagcc agggtcctct ctcaaccact agacttggct 1560 
ctcaggaact ctgcttcctg gcccagcgct cgtgaccaag gatacaccaa agcccttaag 1620 
acctcagggg gcgggtgctg gggtcttctc caataaatgg ggtgtcaacc tt 1672 



<210> 2 
<211> 433 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Cys 


Val 


Asn 


Tyr 


Val 


Gly 


Gly 


Phe 


Glu 


Cys Tyr 


Cys 


Ser 


Glu Gly 


1 








5 










10 








15 


His 


Glu 


Leu 


Glu 


Ala 


Asp 


Gly 


I le 


Ser 


Cys 


Ser Pro 


Ala 


Gly 


Ala Met 








20 










25 








30 




Gly 


Ala 


Gin 


Ala 


Ser 


Gin 


Asp 


Leu 


Gly 


Asp 


Glu Leu 


Leu 


Asp 


Asp Gly 






35 










40 








45 






Glu 


Asp 


Glu 


Glu 


Asp 


Glu 


Asp 


Glu 


Ala 


Trp 


Lys Ala 


Phe 


Asn 


Gly Gly 




50 










55 








60 








Trp 


Thr 


Glu 


Met 


Pro 


Gly 


I le 


Leu 


Trp 


Met 


Glu Pro 


Thr 


Gin 


Pro Pro 


65 










70 










75 






80 


Asp 


Phe 


Ala 


Leu 


Ala 


Tyr 


Arg 


Pro 


Ser 


Phe 


Pro Glu 


Asp 


Arg 


Glu Pro 










85 










90 








95 


Gin 


I le 


Pro 


Tyr 


Pro 


Glu 


Pro 


Thr 


Trp 


Pro 


Pro Pro 


Leu 


Ser 


Ala Pro 



100 105 110 
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Arg Val Pro Tyr His Ser Ser Val Leu Ser Val Thr Arg Pro Val Val 

115 120 125 

Val Ser Ala Thr His Pro Thr Leu Pro Ser Ala His Gin Pro Pro Val 

130 135 140 

I le Pro Ala Thr His Pro Ala Leu Ser Arg Asp His Gin I le Pro Val 
145 150 155 160 

I le Val Ala Asn Tyr Pro Asp Leu Pro Ser Ala Tyr Gin Pro Gly I le 

165 170 175 

Leu Ser Val Ser His Ser Ala Gin Pro Pro Ala His Gin Pro Pro Met 

180 185 190 

lie Ser Thr Lys Tyr Pro Glu Leu Phe Pro Ala His Gin Ser Pro Met 

195 200 205 

Phe Pro Asp Thr Arg Val Ala Gly Thr Gin Thr Thr Thr His Leu Pro 

210 215 220 

Gly lie Pro Pro Asn His Ala Pro Leu Val Thr Thr Leu Gly Ala Gin 
225 230 235 240 

Leu Pro Pro Gin Ala Pro Asp Ala Leu Val Leu Arg Thr Gin Ala Thr 

245 250 255 

Gin Leu Pro Me He Pro Thr Ala Gin Pro Ser Leu Thr Thr Thr Ser 

260 265 270 

Arg Ser Pro Val Ser Pro Ala His Gin He Ser Val Pro Ala Ala Thr 

275 280 285 

Gin Pro Ala Ala Leu Pro Thr Leu Leu Pro Ser Gin Ser Pro Thr Asn 

290 295 300 

Gin Thr Ser Pro lie Ser Pro Thr His Pro His Ser Lys Ala Pro Gin 
305 310 315 320 

I le Pro Arg Glu Asp Gly Pro Ser Pro Lys Leu Ala Leu Trp Leu Pro 

325 330 335 

Ser Pro Ala Pro Thr Ala Ala Pro Thr Ala Leu Gly Glu Ala Gly Leu 

340 345 350 

Ala Glu His Ser Gin Arg Asp Asp Arg Trp Leu Leu Val Ala Leu Leu 

355 360 365 

Val Pro Thr Cys Val Phe Leu Val Val Leu Leu Ala Leu Gly He Val 

370 375 380 

Tyr Cys Thr Arg Cys Gly Pro His Ala Pro Asn Lys Arg lie Thr Asp 
385 390 395 400 

Cys Tyr Arg Trp Val lie His Ala Gly Ser Lys Ser Pro Thr Glu Pro 

405 410 415 

Met Pro Pro Arg Gly Ser Leu Thr Gly Val Gin Thr Cys Arg Thr Ser 
420 425 430 

Val 



<210> 3 
<211> 1831 
<212> DNA 

<213> Homo sapi ns 
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<220> 

<221> CDS 

<222> (57).. (1700) 

<400> 3 

cagagttgcc cagggaaagc agctatgaca 
aggatcgtgg gtacagcccc gacacgcgtg 
ggctgcggct ggcagggggc aatgacgtgg 
gcccggccga cgggcagggc atccaggagg 
cattccagaa cctgacacgg gaggaggcag 
aggagatgga gctggtgacg cagcggaagc 
gcgtgggtga ctccttctac atccgcactc 
gcctgggctt cacccgtggc gacgtcttcc 
ggcagagcca cgcacgagga ggccactggc 
agcaagagcg gggcatcatt cccaaccaga 
ctgcccagag ggccgtggga gtcgggcccg 
agttctggcg gctgcggggt ctgcgtcgag 
aggacctctc agctctgacc cgacagggcc 
gagaagccag tttcaagcgc ccggtagtga 
agaagttgac tgctgagatg cctgaccagt 
acagcccctc caagatcatc aaactagaca 
atgcgctcct ggatgtgacc ccctccgcca 
ccattgtggt cttcttcatc cccgagagcc 
tggcgcctgc ctcccgccgc agcacccgtc 
aacacagcag ccacctcttc acagccacca 
accaggagct caaggccatc attcgagagc 
atcagctgga tggctccttg gaggacaacc 
gctccgctga cctcagctgc gacagccgcg 
gcggcgcgta cacggatggc gagggctaca 
tggatgatga gcccccggct ccagccctgg 
agtcccagag cccgagggat cgtgggagaa 
gccgccaccc ccagggacag tggcgacagg 
tgaagaaaaa gtttacgcga gtccatgatg 
ggggtccggc cactgacctg tgacctctcg 
cttccctggg gctgggactc agtttcccat 
tggtctttaa taaacagagt attttcacag 



tctacagagt gcccagcagt cagagcatgg 60 
tggtccgctt cctcaagggc aagagcatcg 120 
gcatcttcgt gtccggggtg caggcgggca 180 
gagatcagat tctgcaggtg aatgacgtgc 240 
tgcagttcct gctggggctg ccaccaggcg 300 
aggacatttt ctggaaaatg gtgcagtccc 360 
actttgagct ggagcccagt ccgccgtctg 420 
acgtgctgga cacgctgcac cccggccccg 480 
tggcggtgcg catgggtcgt gacctgcggg 540 
gcagggcgga gcagctggcc agcctggaag 600 
gctcctccgc gggctccaat gctcgggccg 660 
gagccaagaa gaccactcag cggagccgtg 720 
gctacccgcc ctacgaacga gtggtgttgc 780 
tcctgggacc cgtggccgac attgctatgc 840 
ttgaaatcgc agagactgtg tccaggaccg 900 
ccgtgcgggt gattgcagaa aaagacaagc 960 
tcgagcgcct caactatgtg cagtactacc 1020 
ggccggccct caaggcactg cgccagtggc 1080 
gcctctacgc acaagcccag aagctgcgaa 1140 
tccctctgaa tggcacgagt gacacctggt 1200 
agcagacgcg gcccatctgg acggcggaag 1260 
tagacctccc tcaccacggc ctggccgaca 1320 
ttaacagcga ctacgagacg gacggcgagg 1380 
cagacggcga gggggggccc tacacggatg 1440 
cccggtcctc ggagcccgtg caggcagatg 1500 
tctcggctca tcagggggcc caggtggaca 1560 
acagcatgcg aacctatgaa cgggaagccc 1620 
cggagtcctc cgatgaagac ggctatgact 1680 
cgggctgcca gctggtccgt cctccttctc 1740 
acagaaccca caaccttacc tccctccgcc 1800 
c 1831 



<210> 4 
<211> 548 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met 6 lu Asp Arg Gly Tyr Ser Pro Asp Thr Arg Val Val Arg Phe Leu 

15 10 15 

Lys Gly Lys Ser Me Gly Leu Arg Leu Ala Gly Gly Asn Asp Val Gly 
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I le Phe 

I le Gin 
50 

Asn Leu 
65 
Gly Glu 

Lys Met 

Phe Glu 

Asp Val 
130 
His Ala 
145 

Arg Glu 

Leu Ala 

Ser Ser 

Leu Arg 
210 
Ser Ala 
225 

Leu Arg 

Ala Asp 

Glu Me 

Lys Leu 
290 
Leu Asp 
305 

Tyr Pro 

Ala Leu 

Leu Tyr 

Thr Ala 
370 
Leu Lys 
385 

Glu Asp 



20 

Val Ser 

35 
Glu Gly 

Thr Arg 

Glu Met 

Val Gin 
100 
Leu Glu 
115 

Phe His 

Arg Gly 

Gin Glu 

Ser Leu 
180 
Ala Gly 
195 

Arg Gly 

Leu Thr 

Glu Ala 

Me Ala 
260 
Ala Glu 
275 

Asp Thr 

Val Thr 

I le Val 

Arg Gin 
340 
Ala Gin 
355 

Thr Me 
Ala Me 
Gin Leu 



Gly Val 

Asp Gin 

Glu Glu 
70 

Glu Leu 

85 
Ser Arg 

Pro Ser 

Val Leu 

Gly His 
150 
Arg Gly 
165 

Glu Ala 

Ser Asn 

Ala Lys 

Arg Gin 
230 
Ser Phe 
245 

Met Gin 

Thr Val 

Val Arg 

Pro Ser 
310 
Val Phe 
325 

Trp Leu 

Ala Gin 

Pro Leu 

I le Arg 
390 
Asp Gly 



Gin Ala 
40 

1 1 e Leu 
55 
Ala Val 

Val Thr 

Val Gly 

Pro Pro 
120 
Asp Thr 
135 

Trp Leu 

Me Me 

Ala Gin 

Ala Arg 
200 
Lys Thr 
215 

Gly Arg 

Lys Arg 

Lys Leu 

Ser Arg 
280 
Val Me 
295 

Ala Me 

Phe Me 

Ala Pro 

Lys Leu 
360 
Asn Gly 
375 

Glu Gin 
Ser Leu 



25 

Gly Ser Pro 
Gin Val Asn 



30 

Ala Asp Gly 
45 

Asp Val Pro 
60 

Leu Gly Leu 



Gin Phe Leu 
75 

G I n Arg Lys G I n Asp 1 1 e 
90 

Asp Ser Phe 
105 

Ser Gly Leu 



Leu His Pro 

Ala Val Arg 
155 

Pro Asn Gin 

170 
Arg Ala Val 
185 

Ala Glu Phe 

Thr Gin Arg 

Tyr Pro Pro 
235 

Pro Val Val 

250 
Thr Ala Glu 
265 

Thr Asp Ser 

Ala Glu Lys 

Glu Arg Leu 
315 

Pro Glu Ser 

330 
Ala Ser Arg 
345 

Arg Lys His 

Thr Ser Asp 

Gin Thr Arg 
395 

Glu Asp Asn 



Tyr 1 1 e Arg 
110 

Gly Phe Thr 

125 
Gly Pro Gly 
140 

Met Gly Arg 

Ser Arg Ala 

Gly Val Gly 
190 

Trp Arg Leu 

205 
Ser Arg Glu 
220 

Tyr Glu Arg 

1 1 e Leu G I y 

Met Pro Asp 
270 

Pro Ser Lys 

285 
Asp Lys His 
300 

Asn Tyr Val 

Arg Pro Ala 

Arg Ser Thr 
350 

Ser Ser His 

365 
Thr Trp Tyr 
380 

Pro 1 1 e Trp 
Leu Asp Leu 



Gin Gly 

Phe Gin 

Pro Pro 
80 

Phe Trp 

95 
Thr His 

Arg Gly 

Gin Ser 

Asp Leu 
160 
Glu Gin 
175 

Pro Gly 

Arg Gly 

Asp Leu 

Val Val 
240 
Pro Val 
255 

Gin Phe 

Me Me 

Ala Leu 

Gin Tyr 
320 
Leu Lys 
335 

Arg Arg 

Leu Phe 

Gin Glu 

Thr Ala 
400 
Pro His 
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405 




410 


415 




His 


Gly Leu Ala 


Asp 


Ser Ser Ala Asp 


Leu Ser Cys Asp 


Ser Arg 


Val 




420 




425 




430 




Asn 


Ser Asp Tyr 


Glu 


Thr Asp Gly Glu 


Gly Gly Ala Tyr 


Thr Asp 


Gly 




435 




440 


445 






Glu 


Gly Tyr Thr 


Asp 


Gly Glu Gly Gly 


Pro Tyr Thr Asp 


Val Asp 


Asp 




450 




455 


460 






Glu 


Pro Pro Ala 


Pro 


Ala Leu Ala Arg 


Ser Ser Glu Pro 


Val Gin 


Ala 


465 






470 


475 




480 


Asp 


Glu Ser Gin 


Ser 


Pro Arg Asp Arg 


Gly Arg I le Ser 


Ala His 


Gin 




485 




490 


495 




Gly 


Ala Gin Val 


Asp 


Ser Arg His Pro 


Gin Gly Gin Trp 


Arg Gin 


Asp 


500 




505 




510 




Ser 


Met Arg Thr 


Tyr 


Glu Arg Glu Ala 


Leu Lys Lys Lys 


Phe Thr 


Arg 




515 




520 


525 






Val 


His Asp Ala 


Glu 


Ser Ser Asp Glu 


Asp Gly Tyr Asp 


Trp Gly 


Pro 




530 




535 


540 






Ala 


Thr Asp Leu 













545 



<210> 5 
<211> 1643 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27).. (1643) 

<400> 5 

gcaaaaagcg aggcgacggc ttaaagatgg agaacgaccc ccaggaggcg gagtctgaaa 60 
tggccctgga tgctgagttc ctggacgtgt acaagaactg caacggggtg gtcatgatgt 120 
tcgacattac caagcagtgg accttcaatt acattctccg ggagcttcca aaagtgccca 180 
cccacgtgcc agtgtgcgtg ctgggaaact accgggacat gggcgagcac cgagtcatcc 240 
tgccggacga cgtgcgtgac ttcatcgaca acctggacag acctccaggt tcctcctact 300 
tccgctatgc tgagtcttcc atgaagaaca gcttcggcct aaagtacctt cataagttct 360 
tcaatatccc atttttgcag cttcagaggg agacgctgtt gcggcagctg gagacgaacc 420 
agctggacat ggacgccacg ctggaggagc tgtcggtgca gcaggagacg gaggaccaga 480 
actacggcat cttcctggag atgatggagg ctcgcagccg tggccatgcg tccccactgg 540 
cggccaacgg gcagagccca tccccgggct cccagtcacc agtggtgcct gcaggcgctg 600 
tgtccacggg gagctgcagc cccggcacac cccagcccgc cccacagctg cccctcaatg 660 
ccgccccacc atcctctgtg ccccctgtac caccctcaga ggccctgccc ccacctgcgt 720 
gcccctcagc ccccgcccca cggcgcagca tcatctctag gctgtttggg acgtcacctg 780 
ccaccgaggc agcccctcca cctccagagc cagtcccggc cgcacagggc ccagcaacgg 840 
tccagagtgt ggaggacttt gttcctgacg accgcctgga ccgcagcttc ctggaagaca 900 
caacccccgc cagggacgag aagaaggtgg gggccaaggc tgcccagcag gacagcgaca 960 
gtgatgggga ggccctgggc ggcaacccga tggtggcagg gttccaggac gatgtggacc 1020 



WO 01/09317 



7/175 



PCT/JP00/05063 



tcgaagacca gccacgtggg agtcccccgc 
tcactctttc gagtgaggag gaagcagaag 
ctccccagca gtgctcagag ccagagacca 
ggagggggac agctcccacg aggaccgcag 
gcacaggtcc ggagaagcgc agcagcacca 
gtgagcaggc ctcctcgtcg gagagtgacc 
ccttcgtcat ggatgacccc gactttgagg 
atgactttcc cgtgcgagat gacccctccg 
agccgccccc accccccaag ctccctctcc 
tcttcgggct ggggctggag gaggccggac 
gcaaaacccc ctctaaggag aag 



tgcctgcagg ccccgtcccc agtcaagaca 1080 
tggcagctcc cacaaaaggc cctgccccag 1140 
agtggtcctc cataccagct tcgaagccac 1200 
cacccccctg gccaggcggt gtctctgttc 1260 
ggccccctgc tgagatggag ccggggaagg 1320 
ccgagggacc cattgctgca caaatgctgt 1380 
gcgagggatc agacacacag cgcagggcgg 1440 
atgtgactga cgaggatgag ggccctgccg 1500 
ccgccttcag actgaagaat gactcggacc 1560 
ccaaggagag cagtgaggaa ggtaaggagg 1620 

1643 



<210> 6 

<211> 539 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Glu Asn Asp Pro Gin Glu Ala Glu Ser Glu Met Ala Leu Asp Ala 

15 10 15 

Glu Phe Leu Asp Val Tyr Lys Asn Cys Asn Gly Val Val Met Met Phe 

20 25 30 

Asp Me Thr Lys Gin Trp Thr Phe Asn Tyr lie Leu Arg Glu Leu Pro 

35 40 45 

Lys Val Pro Thr His Val Pro Val Cys Val Leu Gly Asn Tyr Arg Asp 

50 55 60 

Met Gly Glu His Arg Val Me Leu Pro Asp Asp Val Arg Asp Phe Me 
65 70 75 80 

Asp Asn Leu Asp Arg Pro Pro Gly Ser Ser Tyr Phe Arg Tyr Ala Glu 

85 90 95 

Ser Ser Met Lys Asn Ser Phe Gly Leu Lys Tyr Leu His Lys Phe Phe 

100 105 110 

Asn Me Pro Phe Leu Gin Leu Gin Arg Glu Thr Leu Leu Arg Gin Leu 

115 120 125 

Glu Thr Asn Gin Leu Asp Met Asp Ala Thr Leu Glu Glu Leu Ser Val 

130 135 140 

Gin Gin Glu Thr Glu Asp Gin Asn Tyr Gly lie Phe Leu Glu Met Met 
145 150 155 160 

Glu Ala Arg Ser Arg Gly His Ala Ser Pro Leu Ala Ala Asn Gly Gin 

165 170 175 

Ser Pro Ser Pro Gly Ser Gin Ser Pro Val Val Pro Ala Gly Ala Val 

180 185 190 

Ser Thr Gly Ser Cys Ser Pro Gly Thr Pro Gin Pro Ala Pro Gin Leu 

195 200 205 

Pro Leu Asn Ala Ala Pro Pro Ser Ser Val Pro Pro Val Pro Pro Ser 

210 215 220 

Glu Ala Leu Pro Pro Pro Ala Cys Pro Ser Ala Pro Ala Pro Arg Arg 
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225 230 235 240 

Ser lie Me Ser Arg Leu Phe Gly Thr Ser Pro Ala Thr Glu Ala Ala 

245 250 255 

Pro Pro Pro Pro Glu Pro Val Pro Ala Ala Gin Gly Pro Ala Thr Val 

260 265 270 

Gin Ser Val Glu Asp Phe Val Pro Asp Asp Arg Leu Asp Arg Ser Phe 

275 280 285 

Leu Glu Asp Thr Thr Pro Ala Arg Asp Glu Lys Lys Val Gly Ala Lys 

290 295 300 

Ala Ala Gin Gin Asp Ser Asp Ser Asp Gly Glu Ala Leu Gly Gly Asn 
305 310 315 320 

Pro Met Val Ala Gly Phe Gin Asp Asp Val Asp Leu Glu Asp Gin Pro 

325 330 335 

Arg Gly Ser Pro Pro Leu Pro Ala Gly Pro Val Pro Ser Gin Asp I le 

340 345 350 

Thr Leu Ser Ser Glu Glu Glu Ala Glu Val Ala Ala Pro Thr Lys Gly 

355 360 365 

Pro Ala Pro Ala Pro Gin Gin Cys Ser Glu Pro Glu Thr Lys Trp Ser 

370 375 380 

Ser Me Pro Ala Ser Lys Pro Arg Arg Gly Thr Ala Pro Thr Arg Thr 
385 390 395 400 

Ala Ala Pro Pro Trp Pro Gly Gly Val Ser Val Arg Thr Gly Pro Glu 

405 410 415 

Lys Arg Ser Ser Thr Arg Pro Pro Ala Glu Met Glu Pro Gly Lys Gly 

420 425 430 

Glu Gin Ala Ser Ser Ser Glu Ser Asp Pro Glu Gly Pro Me Ala Ala 

435 440 445 

Gin Met Leu Ser Phe Val Met Asp Asp Pro Asp Phe Glu Gly Glu Gly 

450 455 460 

Ser Asp Thr Gin Arg Arg Ala Asp Asp Phe Pro Val Arg Asp Asp Pro 
465 470 475 480 

Ser Asp Val Thr Asp Glu Asp Glu Gly Pro Ala Glu Pro Pro Pro Pro 

485 490 495 

Pro Lys Leu Pro Leu Pro Ala Phe Arg Leu Lys Asn Asp Ser Asp Leu 

500 505 510 

Phe Gly Leu Gly Leu Glu Glu Ala Gly Pro Lys Glu Ser Ser Glu Glu 

515 520 525 

Gly Lys Glu Gly Lys Thr Pro Ser Lys Glu Lys 
530 535 



<210> 7 

<211> 1673 

<212> DNA 

<213> Homo sapiens 

<400> 7 

aatcatgtta gattttctga gagtgaaaac acctgccatc tacaaattac aaggctggat 60 



WO 01/09317 



PCT/JP00/05063 



9/175 



aacagctcac tccatttgaa attcagtgga 
catctcaatt tgggaaactg aacttagctt 
actagggatt attctggcaa tgggtgcagg 
gttttgagaa acggaactat cttatgcaga 
tgaagccatg gagaaggaaa tttggatcca 
tccctgcaat ggtgtggcct gattcaataa 
aatctccact gattgagtgt ttacttggtg 
tatttaattg ttacagcaat tttgagtatg 
gaagtgcccc caaaaagtta gagctcaaac 
cggaggcctc tggaaaagac ctgaatgaca 
tcaaacagac caaatagatc atcacctctg 
aaaggaaagc taccctaagg gttagttaac 
gagtgaatta ctcaggtgtg cttaggtgtg 
ttaaatcttg ctaaacctta tcataagcat 
gtggaaggtg ctttcctgcc atatctcatt 
cattatcgtc tgagtctcac agaagtttag 
acagcagacc aagactggaa acccaggata 
tacgcctagt tattctgtcc cccaaatcaa 
tgacaatagc tgcaatttta actttgaaaa 
gaatgacatg attgtctata atctcgctag 
ggaagtaatc tagctcctga ctattatgtc 
cttgatccaa agcagtcaca atgataaccc 
tatccctgtg tgtgtatata tatgtatgta 
ttaaatattc ctactgccat ttttgtgact 
attttccaat agaggaaaaa taacacttgg 
tttttctcat gatttgtgta gcgtggaatg 
tcaatttctc tgtgtaagtc ttttccttaa 



aacccaagag ctaggttctt actgaatttg 120 
tcaaagatca taggaagtct ggttggagaa 180 
aaggtggtca gaataaccca gtcgccattg 240 
gcccggaggg caagtctcag acccatgggt 300 
atgtaatgaa gcgctttcta agtcagaatt 360 
aaattaagaa taataaatat aatggaaaaa 420 
ccaagcacta tgctaagttg ttcattattt 480 
catctttcac tattttataa gtggaaaaga 540 
agcagcttat tctaccagcc cctgctcttg 600 
cctattggag aatcacatct acaaggggct 660 
tggtcccttg ttaactatat gttctgagac 720 
ctttgctgag gaaatttaca ttcatactta 780 
caaaagggaa ggagacctga attcaccaag 840 
tttttgagcg cttagcatac accaagcctt 900 
taatcctcac agcaaaccta tagaatatgg 960 
tcgtgtactc aaggtcttac cagctagtga 1020 
gtctgatacc tgagccatct cttcttgtgc 1080 
aaggcatgac ctttataaga ggcgctttac 1140 
tgattcagaa ttatcaaaga tagtagattc 1200 
ccttgtactg tgtgtgcata gcaattacag 1260 
gaactatgtc gctgcttttt acaaacttgt 1320 
tgcatatctg ggaatcataa gtcaactatg 1380 
tgtatctatt ttcaaactgt gatttaatat 1440 
gaaaaactac acatgaggaa acgtcttaga 1500 
gcaatctgtc atgtttcaca acagttctca 1560 
tgtttgctca atgtgaaggg ttttcattgc 1620 
ggtaataaac catcagcaaa gtc 1673 



<210> 8 
<211> 1712 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (485).. (1249) 
<400> 8 

ctcacgcagc caacatggct ccagtggagc 
ggcatgcggc tctgcaggac atcgggaaga 
agattcggga caaggccaca cgcaggcggc 
aggagccctt accggaatac gtgcggctgg 
accccagcct ctctgccacg gacatccaag 
gtttgttggg gtgtctcacc taaaacaaga 
tcagcaccca gaaacacctc tgcacatttc 
cccacaagaa acagaaaaag gacactcagc 
cttcatgttc tggagaaacc ctttgcccaa 



acgttgtggc ggatgctggg gctttcctgc 60 
acatttacac catccgggag gtggtcactg 120 
tcgctgtcct gccctacgag ctgcggttca 180 
tgactgagtt ttcaaagaaa acaggagact 240 
tgttgcactc acataccagt tggaagcaga 300 
accacagaag gttaaggtga gctcatcgat 360 
tggtttccat ctgccctaca agcctaaacc 420 
ttgtgagcct gagaacctgg aatttagttc 480 
catcgatcat gaactgcagg agctgctgat 540 
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tgacagaggt gaggacgttc caagtgagga ggaggaggag gaagaaaacg ggtttgaaga 600 
cagaaaagat gacagcgatg acgacggggg tggctggata acccccagta acatcaagca 660 
gatccagcag gagctggagc agtgtgacgt ccccgaggac gtgcgggttg gctgcctgac 720 
cacagacttc gccatgcaga atgttctgct gcagatgggg ctgcacgtgc tggcggtgaa 780 
cggcatgctg attcgtgagg cccggagcta catcttgcgc tgccatggct gtttcaagac 840 
aacgtctgac atgagccgag tgttctgctc acactgtggg aacaagaccc tgaagaaagt 900 
gtccgtgacc gtcagcgacg acggcaccct gcacatgcac ttctcccgca accccaaggt 960 
gctgaacccc cgcggcctcc ggtactcgct tcccactccc aaagggggca aatacgccat 1020 
caacccccat ctcaccgagg atcagcgctt ccctcagctg cgactctccc aaaaggccag 1080 
gcagaaaacc aacgtgttcg cccctgacta catcgccggg gtgtcaccct ttgtcgagaa 1140 
tgacatctcc agccgctcag ctaccctgca ggtccgggac agcaccttgg gagctgggcg 1200 
gagacgctta aatcccaacg cttccagaaa gaagtttgtg aagaaaaggt gaagagcgag 1260 
ttcccgcagg caaattggat gggcgtctgg ccgccgtgga gttccggtga cccatttccc 1320 
cagccgtgtc gtctccagga ccacccgatg gaaataacag gcgggcttca cggtgcggct 1380 
ctgtccgccc atgccccgct gggtctgcag ggaactggac tgtcccatgg cctgtgagca 1440 
ccggagcgcc tggctgcctg ccaaggaagt gcaattgcat aaaaacagaa agaacaacgc 1500 
cctggagcca atcttcaaga aaggaatttc caaaggataa tatttttcta ataaatgcgg 1560 
ctgcaacctc ctgtgcattt aattaaatag gccaaatttt tgctgcttag gtcatctcaa 1620 
ggctgatact tgagctgtgt gcccagagat catgcattta gatttatatt tttgccagaa 1680 
aatacaaggt tataataaaa ctaagaacta cc 1712 



<210> 9 
<211> 255 
<212> PRT 

<213> Homo sapiens 



<400> 9 



Met 


Phe 


Trp 


Arg 


Asn 


Pro 


Leu 


Pro 


Asn 


I le 


Asp His 


Glu 


Leu 


Gin 


Glu 


1 








5 










10 








15 




Leu 


Leu 


I le 


Asp 


Arg 


Gly 


Glu 


Asp 


Val 


Pro 


Ser Glu 


Glu 


Glu 


Glu 


Glu 








20 










25 








30 






Glu 


Glu 


Asn 


Gly 


Phe 


Glu 


Asp 


Arg 


Lys 


Asp 


Asp Ser 


Asp 


Asp 


Asp 


Gly 






35 










40 








45 








Gly 


Gly 


Trp 


lie 


Thr 


Pro 


Ser 


Asn 


I le 


Lys 


Gin lie 


Gin 


Gin 


Glu 


Leu 




50 










55 








60 










Glu 


Gin 


Cys 


Asp 


Val 


Pro 


Glu 


Asp 


Val 


Arg 


Val Gly 


Cys 


Leu 


Thr 


Thr 


65 










70 










75 








80 


Asp 


Phe 


Ala 


Met 


Gin 


Asn 


Val 


Leu 


Leu 


Gin 


Met Gly 


Leu 


His 


Val 


Leu 








85 










90 








95 




Ala 


Val 


Asn 


Gly 


Met 


Leu 


I le 


Arg 


Glu 


Ala 


Arg Ser 


Tyr 


I le 


Leu 


Arg 








100 










105 








110 






Cys 


His 


Gly 


Cys 


Phe 


Lys 


Thr 


Thr 


Ser 


Asp 


Met Ser 


Arg 


Val 


Phe 


Cys 






115 










120 








125 








Ser 


His 


Cys 


Gly 


Asn 


Lys 


Thr 


Leu 


Lys 


Lys 


Val Ser 


Val 


Thr 


Val 


Ser 




130 










135 








140 










Asp 


Asp 


Gly 


Thr 


Leu 


His 


M t 


His 


Phe 


Ser 


Arg Asn 


Pro 


Lys 


Val 


Leu 



145 150 155 160 
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Asn Pro Arg 


Gly Leu Arg 


Tyr Ser Leu 


Pro 


Thr Pro 


Lys Gly Gly 


Lys 




165 




170 




175 




Tyr Ala I le 


Asn Pro His 


Leu Thr Glu 


Asp 


Gin Arg 


Phe Pro Gin 


Leu 




180 


185 






190 




Arg Leu Ser 


Gin Lys Ala 


Arg Gin Lys 


Thr 


Asn Val 


Phe Ala Pro 


Asp 


195 




200 






205 




Tyr Me Ala 


Gly Val Ser 


Pro Phe Val 


Glu 


Asn Asp 


1 1 e Ser Ser 


Arg 


210 




215 




220 






Ser Ala Thr 


Leu Gin Val 


Arg Asp Ser 


Thr 


Leu Gly 


Ala Gly Arg 


Arg 


225 


230 






235 




240 


Arg Leu Asn 


Pro Asn Ala 


Ser Arg Lys 


Lys 


Phe Val 


Lys Lys Arg 






245 




250 




255 





<210> 10 

<211> 1993 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (13). . (981) 

<400> 10 

ccagattaco tgatgcagct gatgaacgac aagaagctca tgagcagcct gcccaacttc 60 
tgcgggatct tcaaccacct cgagcggctg ctggacgaag aaattagcag agtacggaaa 120 
gacatgtaca atgacacatt aaatggcagt acagagaaaa ggagtgcaga attgcctgat 180 
gctgtgggac ctattgttca gttacaagag aaactttatg tgcctgtaaa agaataccca 240 
gattttaatt ttgttgggag aatccttgga cctagaggac ttacagccaa acaacttgaa 300 
gcagaaaccg gatgtaaaat catggtccga ggcaaaggct caatgaggga taaaaaaaag 360 
gaggagcaaa atagaggcaa gcccaattgg gagcatctaa atgaagattt acatgtacta 420 
atcactgtgg aagatgctca gaacagagca gaaatcaaat tgaagagagc agttgaagaa 480 
gtgaagaaat tattggtacc tgcagcagaa ggagaagaca gcctgaagaa gatgcagctg 540 
atggagcttg cgattctgaa tggcacctac agagatgcca acattaaatc accagccctt 600 
gccttttctc ttgcagcaac agcccaggct gctccaagga tcattactgg gcctgcgccg 660 
gttctcccac cagctgccct gcgtactcct acgccagctg gccctaccat aatgcctttg 720 
atcagacaaa tacagaccgc tgtcatgcca aacggaactc ctcacccaac tgctgcaata 780 
gttcctccag ggcccgaagc tggtttaatc tatacaccct atgagtaccc ctacacattg 840 
gcaccagcta catcaatcct tgagtatcct attgaaccta gtggtgtatt aggtgcggtg 900 
gctactaaag ttcgaaggca cgatatgcgt gtccatcctt accaaaggat tgtgaccgca 960 
gaccgagccg ccaccggcaa ctaacctatg accttctgac ctctgaactc ttcacccaat 1020 
gatgacctga ccatgcctgc ctgctgatca gttaactggt aatcgccttt gcttgcctgt 1080 
cgtcagtgca gcgagctgag gcacttgtcc gttcgtctta ccatctaacc aaacaaaaga 1140 
caaagaaatt gttgtcctcc aactcagctt tttttttttt tttttcctgt ttgggtgaaa 1200 
gtggttctag aaactgcact gaatagtagt aaagcaataa ggcccaattc atcccacagc 1260 
actgatcatc ttttaatatc ccacoctaag cgaacggtaa gaaggcctct cttaagaagg 1320 
ggagacagat ggtccttaac tactcaatga cagaggcagt tactgtgaga gacttctagg 1380 
aatctttttc ttctcatagc gaagtcaaag ctctctctga atgtactgtg tgatgatgca 1440 
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tcatgcatga accttcggtc agggatatca 
atttgatatg ctgtttagtc actacagtgc 
atattgcctg ccaaaatttg aagtattaga 
gagttttgaa aagtaatgca aataacaaaa 
ctgagttaaa attactgaat ctttatttta 
gcattatgtg tcacattact gggcaaactg 
tagaaaaaaa tcattaagga tgtaaaagcc 
gaaattgtag ataaagtgta gtgcattgaa 
atacaagggt gctggtgcag aaaaaaatat 
tttcaagtgt tat 



ttggtgaagt gatttcaaaa agtattcaaa 1500 
cctcaaaggg cagaagttgc agcctttttt 1560 
agaaagtgtg ccatgagaga aaaacttaag 1620 
ctgcaacact atttttaaaa agataaatat 1680 
cacctaaaaa aatatgagaa caaggtacat 1740 
ttcaagtatt tttttttaaa cctccctgta 1800 
atgcttgcct atttgctgta tacatgtaat 1860 
acaaatgaac aaaaagtaga tacttttact 1920 
atatattttt ggaaatgtag cattttatac 1980 

1993 



<210> 11 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Gin Leu Met Asn Asp Lys Lys Leu Met Ser Ser Leu Pro Asn Phe 

15 10 15 

Cys Gly lie Phe Asn His Leu Glu Arg Leu Leu Asp Glu Glu Me Ser 

20 25 30 

Arg Val Arg Lys Asp Met Tyr Asn Asp Thr Leu Asn Gly Ser Thr Glu 

35 40 45 

Lys Arg Ser Ala Glu Leu Pro Asp Ala Val Gly Pro lie Val Gin Leu 

50 55 60 

Gin Glu Lys Leu Tyr Val Pro Val Lys Glu Tyr Pro Asp Phe Asn Phe 
65 70 75 80 

Val Gly Arg Me Leu Gly Pro Arg Gly Leu Thr Ala Lys Gin Leu Glu 

85 90 95 

Ala Glu Thr Gly Cys Lys Me Met Val Arg Gly Lys Gly Ser Met Arg 

100 105 110 

Asp Lys Lys Lys Glu Glu Gin Asn Arg Gly Lys Pro Asn Trp Glu His 

115 120 125 

Leu Asn Glu Asp Leu His Val Leu Me Thr Val Glu Asp Ala Gin Asn 

130 135 140 

Arg Ala Glu Me Lys Leu Lys Arg Ala Val Glu Glu Val Lys Lys Leu 
145 150 155 160 

Leu Val Pro Ala Ala Glu Gly Glu Asp Ser Leu Lys Lys Met Gin Leu 

165 170 175 

Met Glu Leu Ala Me Leu Asn Gly Thr Tyr Arg Asp Ala Asn Me Lys 

180 185 190 

Ser Pro Ala Leu Ala Phe Ser Leu Ala Ala Thr Ala Gin Ala Ala Pro 

195 200 205 

Arg Me Me Thr Gly Pro Ala Pro Val Leu Pro Pro Ala Ala Leu Arg 

210 215 220 

Thr Pro Thr Pro Ala Gly Pro Thr I le Met Pro Leu I le Arg Gin I le 
225 230 235 240 
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Gin Thr Ala Val Met Pro Asn Gly Thr Pro His Pro Thr Ala Ala Me 

245 250 255 

Val Pro Pro Gly Pro Glu Ala Gly Leu Me Tyr Thr Pro Tyr Glu Tyr 

260 265 270 

Pro Tyr Thr Leu Ala Pro Ala Thr Ser Me Leu Glu Tyr Pro Me Glu 

275 280 285 

Pro Ser Gly Val Leu Gly Ala Val Ala Thr Lys Val Arg Arg His Asp 

290 295 300 

Met Arg Val His Pro Tyr Gin Arg I le Val Thr Ala Asp Arg Ala Ala 
305 310 315 320 

Thr Gly Asn 



<210> 12 
<211> 1570 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (101).. (1147) 
<400> 12 

acgatttgaa cgctctgcct tgcagctctt 
accattcacc aggttacagt tcttatccac 
taatcaggtg ctgctgttcc ttctgatcgt 
tcataagggg actgtgccca agaatgacac 
ggaagaagag attcctgtgg tgatttgtgc 
tgccatcaat agcttctaca gcaacactga 
ccggaatact ctgactcgaa tacgaaaatg 
ctttaaaatc gtggaattca acccgatggt 
gaggcctgaa ttgctccagc ctctgaactt 
ccaacacgag aaagtcatct atttggacga 
actgtatgac accaccttgg ccctgggcca 
gccctctgct caggacataa acagactcgt 
ggactaccgg aagaaggcca tcaaggacct 
tcctggrtgtg attgttgcca acatgacaga 
ggagaaatgg atgcaaaaga atgtggagga 
ggtggccacc tccccaatgc tgattgtgtt 
gtggcacata aggcacctgg gctggaatcc 
ggaagctaaa ttactccact ggaatggaag 
caacgactta tgggaaagct ggtttgttcc 
ccatagctga tataactcta cccttaaaat 
tttgtagcca actataacat tgttctttat 
atataaaaac caaaaactac tgtgtgcaaa 
acttctttaa gtacatgtga taactatgga 
ggaagagacc catctagata acagcaatca 



ctggaccgag gagcccaaag ccctaccctc 60 
gtgaatacac atggctctgt tacgaaaaat 120 
gaccctctgt gtgattctgt ataagaaagt 180 
agatgatgaa tccgagactc ctgaagaact 240 
tgcagcaggg aggatgggtg ccactatggc 300 
cgccaacatc ttgttctatg tagtgggact 360 
gattgaacat tccaaactga gagaaataaa 420 
cctcaaaggg aagatcagac cagactcatc 480 
tgttcgattt tatctccctc tacttatcca 540 
tgatgtaatt gtacaaggtg atatccaaga 600 
cgcggcggct ttctcagatg actgcgattt 660 
gggacttcag aacacatata tgggctatct 720 
tggcatcagc cccagcacct gctctttcga 780 
atggaagcac cagcgcatca ccaagcaatt 840 
aaacctctat agcagctccc tgggaggagg 900 
tcatgggaaa tattccacaa ttaaccccct 960 
agatgccaga tattcggagc attttctgca 1020 
acataaacct tgggacttcc ctagtgttca 1080 
tgaccctgca gggatattta aactcaatca 1140 
attccctgta tagaaatgtg gaattgtccc 1200 
gaatattacc tttgatacat atgatccaca 1260 
ttataccttg gaccatatag gcattgatta 1320 
aatcaagatt atgtgactga aaaacataaa 1380 
acctgcttaa ttctgaatga caattatatc 1440 
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cacaaatttt taaaacttct acatgtattt ttcacatgaa gatctcctta acaggttgcc 1500 
aaccttttct tttataaaac tattacattt aaaatatgga cgtctgaaaa ataaaatatt 1560 
catcattttt 1570 



<210> 13 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Ala Leu Leu Arg Lys lie Asn Gin Val Leu Leu Phe Leu Leu Me 

1 5 10 15 

Val Thr Leu Cys Val lie Leu Tyr Lys Lys Val His Lys Gly Thr Val 

20 25 30 

Pro Lys Asn Asp Thr Asp Asp Glu Ser Glu Thr Pro Glu Glu Leu Glu 

35 40 45 

Glu Glu Me Pro Val Val Me Cys Ala Ala Ala Gly Arg Met Gly Ala 

50 55 60 

Thr Met Ala Ala I le Asn Ser Phe Tyr Ser Asn Thr Asp Ala Asn I le 
65 70 75 80 

Leu Phe Tyr Val Val Gly Leu Arg Asn Thr Leu Thr Arg Me Arg Lys 

85 90 95 

Trp Me Glu His Ser Lys Leu Arg Glu Me Asn Phe Lys Me Val Glu 

100 105 110 

Phe Asn Pro Met Val Leu Lys Gly Lys Me Arg Pro Asp Ser Ser Arg 

115 120 125 

Pro Glu Leu Leu Gin Pro Leu Asn Phe Val Arg Phe Tyr Leu Pro Leu 

130 135 140 

Leu Me His Gin His Glu Lys Val Me Tyr Leu Asp Asp Asp Val Me 
145 150 155 160 

Val Gin Gly Asp I le Gin Glu Leu Tyr Asp Thr Thr Leu Ala Leu Gly 

165 170 175 

His Ala Ala Ala Phe Ser Asp Asp Cys Asp Leu Pro Ser Ala Gin Asp 

180 185 190 

Me Asn Arg Leu Val Gly Leu Gin Asn Thr Tyr Met Gly Tyr Leu Asp 

195 200 205 

Tyr Arg Lys Lys Ala Me Lys Asp Leu Gly Me Ser Pro Ser Thr Cys 

210 215 220 

Ser Phe Asp Pro Gly Val Me Val Ala Asn Met Thr Glu Trp Lys His 
225 230 235 240 

Gin Arg Me Thr Lys Gin Leu Glu Lys Trp Met Gin Lys Asn Val Glu 

245 250 255 

Glu Asn Leu Tyr Ser Ser Ser Leu Gly Gly Gly Val Ala Thr Ser Pro 

260 265 270 

Met Leu I le Val Phe His Gly Lys Tyr Ser Thr Me Asn Pro Leu Trp 

275 280 285 

His Me Arg His Leu Gly Trp Asn Pro Asp Ala Arg Tyr Ser Glu His 
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290 295 300 

Phe Leu Gin Glu Ala Lys Leu Leu His Trp Asn Gly Arg His Lys Pro 
305 310 315 320 

Trp Asp Phe Pro Ser Val His Asn Asp Leu Trp Glu Ser Trp Phe Val 

325 330 335 

Pro Asp Pro Ala Gly I le Phe Lys Leu Asn His His Ser 
340 345 



<210> 14 
<211> 1962 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (213). . (938) 

<400> 14 

agtgcgcatc cggacgtagg aggtggaggt tgtggaattc gccgttcgaa agcagggact 60 
aaaagcccca cttcgtctta cgttccgaaa ggaaggcgtc tgttgagcct ttctctcagt 120 
cgtgagggag gcgtcgacgg cgtgcggaag tcctgagttg aggcttgcgg gatcctttcc 180 
ggagaaagcg caggctaaag ccgcaggtga agatgtccaa ctacgtgaac gacatgtggc 240 
cgggctcgcc gcaggagaag gattcgccct cgacctcgcg gtcgggcggg tccagccggc 300 
tgtcgtcgcg gtctaggagc cgctcttttt ccagaagctc tcggtcccat tcccgcgtct 360 
cgagccggtt ttcgtccagg agtcggagga gcaagtccag gtcccgttcc cgaaggcgcc 420 
accagcggaa gtacaggcgc tactcgcggt catactcgcg gagccggtcg cgatcccgca 480 
gccgccgtta ccgagagagg cgctacgggt tcaccaggag atactaccgg tctccttcgc 540 
ggtaccggtc ccggtcccgt agcaggtcgc gctctcgggg aaggtcgtac tgcggaaggg 600 
cgtacgcgat cgcgcgggga cagcgctact acggctttgg tcgcacagtg tacccggagg 660 
agcacagcag atggagggac agatccagga cgaggtcgcg gagcagaacc ccctttcgct 720 
taagtgaaaa agatcgaatg gagctgttag aaatagcaaa aaccaatgca gcgaaagctc 780 
taggaacaac caacattgac ttgccagcta gtctcagaac tgttccttca gccaaagaaa 840 
caagccgtgg aataggtgta tcaagtaatg gtgcaaagcc tgaagtaagt attctaggtt 900 
tgtcggaaca aaactttcag aaagccaact gtcaaatctg attagccact tatatcttag 960 
actatacttt ttgggaagtc tagagatgta tataatgtgc taaattcaaa gtagcaaatc 1020 
tgaagatagg caatgtcaaa cccatgaaaa tgggagatta atgagcttta tttggccgtg 1080 
catggtgcct catgcctgta atgaggcaga tggcttgagt ccaggagttc aagactagcc 1140 
tgggcaatgt ggcaaaaccg cgtgtttaca aaaaatacaa aaattagcca ggcatggtgg 1200 
tgcatgcctg tagtcccagc tgtttgggag gctgaggcag gaggatcttt gagcctagga 1260 
tgctaaggtt gcagtgagcc aagatggcac cattgcactc tagcctgggc agcagagcga 1320 
gaccctgtct caaaaaatac atttattttt ttcattttca gttaacagtg tactcttata 1380 
acaccgttat tagctggtac tttggtgatt tctattacta gtttttctaa gctatttaca 1440 
gagtgtttgt agctttcatt tgcagcatta tgttcccaca aattctgtac tcagcatata 1500 
cagtatagtt tatctgctct atttctgtct tatagaaatc atgaatgtgg tctgcagaca 1560 
ttgatgaaga aaatctgttg gtaattgata catgggctaa agcatcagag gtttaatttg 1620 
aagtttatgt tcacacactg aaaacttagt ttttttgttg gtagatccat gtgcatgcta 1680 
gaatttggga caggcactat ttgcataaag tattaaagtc aatttttaaa ctaagcaaag 1740 
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gtacacgttg taacggtggg gcatctgtga aaaagatgtc cctttcataa tatatgcaat 1800 

atattccaga tgttttgaga gattacagaa gaggaggcct gcttcacttg cagataagtt 1860 

tattataatt ctccagaaat gtgcaggatg tgcattagca aattgcactg tacttttcac 1920 

tccagcctgg gtgacagagc aagactcccg tctcgggggc tt 1962 



<210> 15 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Ser Asn Tyr Val Asn Asp Met Trp Pro Gly Ser Pro Gin Glu Lys 

15 10 15 

Asp Ser Pro Ser Thr Ser Arg Ser Gly Gly Ser Ser Arg Leu Ser Ser 

20 25 30 

Arg Ser Arg Ser Arg Ser Phe Ser Arg Ser Ser Arg Ser His Ser Arg 

35 40 45 

Val Ser Ser Arg Phe Ser Ser Arg Ser Arg Arg Ser Lys Ser Arg Ser 

50 55 60 

Arg Ser Arg Arg Arg His Gin Arg Lys Tyr Arg Arg Tyr Ser Arg Ser 
65 70 75 80 

Tyr Ser Arg Ser Arg Ser Arg Ser Arg Ser Arg Arg Tyr Arg Glu Arg 

85 90 95 

Arg Tyr Gly Phe Thr Arg Arg Tyr Tyr Arg Ser Pro Ser Arg Tyr Arg 

100 105 110 

Ser Arg Ser Arg Ser Arg Ser Arg Ser Arg Gly Arg Ser Tyr Cys Gly 

115 120 125 

Arg Ala Tyr Ala I le Ala Arg Gly Gin Arg Tyr Tyr Gly Phe Gly Arg 

130 135 140 

Thr Val Tyr Pro Glu Glu His Ser Arg Trp Arg Asp Arg Ser Arg Thr 
145 150 155 160 

Arg Ser Arg Ser Arg Thr Pro Phe Arg Leu Ser Glu Lys Asp Arg Met 

165 170 175 

Glu Leu Leu Glu lie Ala Lys Thr Asn Ala Ala Lys Ala Leu Gly Thr 

180 185 190 

Thr Asn I le Asp Leu Pro Ala Ser Leu Arg Thr Val Pro Ser Ala Lys 

195 200 205 

Glu Thr Ser Arg Gly lie Gly Val Ser Ser Asn Gly Ala Lys Pro Glu 

210 215 220 

Val Ser lie Leu Gly Leu Ser Glu Gin Asn Phe Gin Lys Ala Asn Cys 
225 230 235 240 

Gin lie 



<210> 16 
<211> 3553 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1699). . (2994) 
<400> 16 

aggggcgggc gcgccgctgc atccccatcc tcgtcgtcgc ccggcacagc gcgagcgggc 60 
gagcggcgcg ggcggccgga gcgccgaggc ccggccatgg ccaccaccag caccacgggc 120 
tccaccctgc tgcagcccct cagcaacgcc gtgcagctgc ccatcgacca ggtcaacttt 180 
gtagtgtgcc aactctttgc cttgctagca gccatttggt ttcgaactta tctacattca 240 
agcaaaacta gctcttttat aagacatgta gttgctaccc ttttgggcct ttatcttgca 300 
cttttttgct ttggatggta tgccttacac tttcttgtac aaagtggaat ttcctactgt 360 
atcatgatca tcataggagt ggagaacatg cacaattact gctttgtgct gatgaatccc 420 
ctaatgattt tggtaaaaat cattaagtta aggtggatac acatcttgtc atatgatcaa 480 
atggtttcgc gaaaaatcaa taatcagaca acaagatgtg cgaactcgat attttacacg 540 
actctcttta ccaattctgc cccgaattac acttaaaacg actcaacagc ttaacgttgg 600 
cttgccacgc attacttgac tgtaaaactc tcactcttac cgaacttggc cgtaacctgc 660 
caaccaaagc gagaacaaaa cataacatca aacgaatcga ccgattgtta ggtaatcgtc 720 
acctccacaa agagcgactc gctgtatacc gttggcatgc tagctttatc tgttcgggca 780 
atacgatgcc cattgtactt gttgactggt ctgatattcg tgagcaaaaa cgacttatgg 840 
tattgcgagc ttcagtcgca ctacacggtc gttctgttac tctttatgag aaagcgttcc 900 
cgctttcaga gcaatgttca aagaaagctc atgaccaatt tctagccgac cttgcgagca 960 
ttctaccgag taacaccaca ccgctcattg tcagtgatgc tggctttaaa gtgccatggt 1020 
ataaatccgt tgagaagctg ggttggtact ggttaagtcg agtaagagga aaagtacaat 1080 
atgcagacct aggagcggaa aactggaaac ctatcagcaa cttacatgat atgtcatcta 1140 
gtcactcaaa gactttaggc tataagaggc tgactaaaag caatccaatc tcatgccaaa 1200 
ttctattgta taaatctcgc tctaaaggcc gaaaaaatca gcgctcgaca cggactcatt 1260 
gtcaccaccc gtcacctaaa atctactcag cgtcggcaaa ggagccatgg gttctagcaa 1320 
ctaacttacc tgttgaaatt cgaacaccca aacaacttgt taatatctat tcgaagcgaa 1380 
tgcagattga agaaaccttc cgagacttga aaagtcctgc ctacggacta ggcctacgcc 1440 
atagccgaac gagcagctca gagcgttttg atatcatgct gctaatcgcc ctgatgcttc 1500 
aactaacatg ttggcttgcg ggcgttcatg ctcagaaaca aggttgggac aagcacttcc 1560 
aggctaacac agtcagaaat cgaaacgtac tctcaacagt tcgcttaggc atggaagttt 1620 
tgcggcattc tggctacaca ataacaaggg aagacttact cgtggctgca accctactag 1680 
ctcaaaattt attcacacat ggttacgctt tggggaaatt atgaggggat ctctcagtgc 1740 
tttgtgtttg ctctgggata cctcacagtg tgccaagtta ctcgagtcta tatctttgac 1800 
tatggacaat attctgctga tttttcaggc ccaatgatga tcattactca gaagatcact 1860 
agtttggctt gcgaaattca tgatgggatg tttcggaagg atgaagaact gacttcctca 1920 
cagagggatt tagctgtaag gcgcatgcca agcttactgg agtatttgag ttacaactgt 1980 
aacttcatgg ggatcctggc aggcccactt tgctcttaca aagactacat tactttcatt 2040 
gaaggcagat cataccatat cacacaatct ggtgaaaatg gaaaagaaga gacacagtat 2100 
gaaagaacag agccatctcc aaatactgcg gttgttcaga agctcttagt ttgtgggctg 2160 
tccttgttat ttcacttgac catctgtaca acattacctg tggagtacaa cattgatgag 2220 
cattttcaag ctacagcttc gtggccaaca aagattatct atctgtatat ctctcttttg 2280 
gctgccagac ccaaatacta ttttgcatgg acgctagctg atgccattaa taatgctgca 2340 
ggctttggtt tcagagggta tgacgaaaat ggagcagctc gctgggactt aatttccaat 2400 
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ttgagaattc aacaaataga gatgtcaaca 
attcagacag ctctttggct caaaagggtg 
atccagacgt tcattctctc tgccatttgg 
tttctaacag gggtgttaat gacattagca 
tatttcattg aaccttccca actgaaatta 
caagtagcaa taagttacac agttgtgcca 
acgttttaca gctcctggta ttattgcctg 
ttgccagtga aaaaaactca aagaagaaag 
tccagaaagt ttgatgaagg agaaaattct 
aatgtttgca atcagaatca agaaatagcc 
ggaaggctct gagggctgtt tttttttttg 
tcaaggggtt tgagtttgtt ggaaaagcag 
aaggaatttc ctgtacacca gattggaaat 
cccgtgggcc acgccttatg taagaatatt 
gcacttgtcc gtagggtcac acgcgtgccc 
gcactgaaga ggtggaaaaa taatcgtgtc 
ccaaatgaat gtcttgcctt aaaccctcta 
ttcaagtgta atattgtgag aacgctactg 
tttaggagga atttgaaaca ggatatttaa 
atctcagtat ttg 



agtttcaaga tgtttcttga taattggaat 2460 
tgttatgaac gaacctcctt cagtccaact 2520 
cacggggtat acccaggata ttatctaacg 2580 
gcaagagcta tgagaaataa ctttagacat 2640 
ttttatgatg ttataacatg gatagtaact 2700 
tttgtgcttc tttctataaa accatcactc 2760 
cacattcttg gtatcttagt attattgttg 2820 
aatacacatg aaaacattca gctctcacaa 2880 
ttgggacaga acagtttttc tacaacaaac 2940 
tcgagacatt catcactaaa gcagtgatcg 3000 
atgttaacag aaaccaatct tagcaccttt 3060 
ttaactgggg ggaaatggac agttatagat 3120 
ggagtgaaac aagccctccc atgccatgtc 3180 
tccatatttc agtgggcact cccaacctca 3240 
tgttgctgaa tgtatgttgc gtatcccaag 3300 
aatctggatg atagagagaa attaactttt 3360 
tttcctaaaa tattgttcct aaatggtatt 3420 
cagtagttga tgttgtgtgc tgtaaaggat 3480 
gagtgtggat atttttaaaa tgcaataaac 3540 

3553 



<210> 17 
<211> 432 
<212> PRT 

<213> Homo sapiens 



<400> 17 



Met 


Val 


Thr 


Leu 


Trp 


Gly 


Asn 


Tyr 


1 








5 








Phe 


Ala 


Leu 


Gly 


Tyr 


Leu 


Thr 


Val 








20 










Phe 


Asp 


Tyr 


Gly 


Gin 


Tyr 


Ser 


Ala 






35 










40 


Me 


Thr 


Gin 


Lys 


1 le 


Thr 


Ser 


Leu 




50 










55 




Phe 


Arg 


Lys 


Asp 


Glu 


Glu 


Leu 


Thr 


65 










70 






Arg 


Arg 


Met 


Pro 


Ser 


Leu 


Leu 


Glu 










85 








Met 


Gly 


I le 


Leu 


Ala 


Gly 


Pro 


Leu 








100 










Phe 


I le 


Glu 


Gly 


Arg 


Ser 


Tyr 


His 






115 










120 


Lys 


Glu 


Glu 


Thr 


Gin 


Tyr 


Glu 


Arg 




130 










135 




Val 


Val 


Gin 


Lys 


Leu 


Leu 


Val 


Cys 



145 150 



Glu 


Gly 


I le 


Ser 


Gin 


Cys 


Phe 


Val 




10 










15 




Cys 


Gin 


Val 


Thr 


Arg 


Val 


Tyr 


lie 


25 










30 






Asp 


Phe 


Ser 


Gly 


Pro 


Met 


Met 


Me 










45 








Ala 


Cys 


Glu 


I le 


His 


Asp 


Gly 


Met 








60 










Ser 


Ser 


Gin 


Arg 


Asp 


Leu 


Ala 


Val 






75 










80 


Tyr 


Leu 


Ser 


Tyr 


Asn 


Cys 


Asn 


Phe 




90 










95 




Cys 


Ser 


Tyr 


Lys 


Asp 


Tyr 


I le 


Thr 


105 










110 






1 le 


Thr 


Gin 


Ser 


Gly 


Glu 


Asn 


Gly 










125 








Thr 


Glu 


Pro 


Ser 


Pro 


Asn 


Thr 


Ala 








140 










Gly 


Leu 


Ser 


Leu 


Leu 


Phe 


His 


Leu 



155 160 



/GO 
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Thr lie 
Gin Ala 
Leu Leu 

Ala lie 

210 
Gly Ala 
225 

Glu Met 

Thr Ala 

Pro Thr 

Pro Gly 
290 
Ala Arg 
305 

Gin Leu 

Ala lie 

Ser Leu 

1 1 e Leu 
370 
Asn Thr 
385 

Gly Glu 
Cys Asn 



Cys Thr Thr 
165 

Thr Ala Ser 

180 
Ala Ala Arg 
195 

Asn Asn Ala 

Ala Arg Trp 

Ser Thr Ser 
245 

Leu Trp Leu 

260 
I le Gin Thr 
275 

Tyr Tyr Leu 

Ala Met Arg 

Lys Leu Phe 
325 

Ser Tyr Thr 

340 

Thr Phe Tyr 
355 

Val Leu Leu 

His Glu Asn 

Asn Ser Leu 
405 

Gin Asn Gin 
420 



Leu Pro Val 

Trp Pro Thr 

Pro Lys Tyr 
200 

Ala Gly Phe 

215 
Asp Leu I le 
230 

Phe Lys Met 

Lys Arg Val 

Phe 1 1 e Leu 
280 

Thr Phe Leu 

295 
Asn Asn Phe 
310 

Tyr Asp Val 

Val Val Pro 

Ser Ser Trp 
360 

Leu Leu Pro 

375 
I le Gin Leu 
390 

Gly Gin Asn 
Glu I le Ala 



Glu Tyr 
170 
Lys 1 1 e 
185 

Tyr Phe 

Gly Phe 

Ser Asn 

Phe Leu 
250 
Cys Tyr 
265 

Ser Ala 

Thr Gly 

Arg His 

I le Thr 
330 
Phe Val 
345 

Tyr Tyr 

Val Lys 

Ser Gin 

Ser Phe 
410 
Ser Arg 
425 



Asn I le Asp 

1 1 e Tyr Leu 

Ala Trp Thr 
205 

Arg Gly Tyr 

220 
Leu Arg 1 1 e 
235 

Asp Asn Trp 

Glu Arg Thr 

1 1 e Trp H i s 
285 

Val Leu Met 

300 
Tyr Phe Me 
315 

Trp Me Val 

Leu Leu Ser 

Cys Leu His 
365 

Lys Thr Gin 

380 
Ser Arg Lys 
395 

Ser Thr Thr 
His Ser Ser 



Glu His Phe 

175 
Tyr 1 1 e Ser 
190 

Leu Ala Asp 

Asp Glu Asn 

Gin Gin I le 
240 

Asn Me Gin 

255 
Ser Phe Ser 
270 

Gly Val Tyr 

Thr Leu Ala 

Glu Pro Ser 
320 

Thr Gin Val 

335 
I le Lys Pro 
350 

I le Leu Gly 

Arg Arg Lys 

Phe Asp Glu 
400 

Asn Asn Val 

415 
Leu Lys Gin 
430 



<210> 18 
<211> 1031 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (102).. (734) 

<400> 18 

gggttgagcg ggaggcgcga tcggtccggt cggtggctcc ccgcggcggg gccgggcccg 60 
atctcgggcg ggaaccgagc gcagagccgg tagcgggaag gatgaccacg ctcacacgac 120 
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aagacctcaa ctttggccaa gtggtggccg 
tgcatctcat cctctacgtg cgcgaggtct 
agtacaacgt gccggtccag atgtcctgcc 
cgctgcactg cgtcaagcca ctcctggaga 
ttttggataa agagcaccgc ccagtggaga 
tgctgtccat cagctcagac tcgctgttgt 
tcctgaagat cagcgtgtgc gatgccgtcc 
cagtcctggt gcacacgaga gaagccgcca 
aggatttccc ctggatcctg gcggatgagc 
taccactaaa aaccatgacg tcggacattt 
ctcataaagg cagctgaggg ggcacctgcc 
gggggatccc cgcctagggc agtgctgcat 
ctctgtgtgt ggatcgcccg ccccagcccg 
cccccaggag ggcagtgagg gatgccgcaa 
cggccaacac tgtctgtctc aaatactgtg 
gggctgggct g 



atgtgctctg cgagttcctg gaggtggctg 180 
accccgtggg catcttccag aaacgcaaga 240 
acccggagct gaatcagtat atccaggaca 300 
agaatgatgt ggagaaagtg gtggtggtga 360 
aattcgtctt tgagatcacc cagcctccac 420 
ctcatgtgga gcagctgctc cgggccttca 480 
tggaccacaa ccccccaggc tgtaccttca 540 
ctcgcaacat ggagaagatc caggtcatca 600 
aggatgtcca catgcatgac ccccggctga 660 
taaagatgca gctttacgtg gaagagcgcg 720 
accccactga tgcccaaact gtcagacttt 780 
ggctgccctg attccaagtg ctcttatcgc 840 
gggccgctca ggtctgcttg gaggatgcct 900 
cctcgacttc tcagcctcct ggggttccgc 960 
ctgtgagttg tttcaataaa ggggccccaa 1020 

1031 



<210> 19 
<211> 211 
<212> PRT 

<213> Homo sapiens 
<400> 19 



Met 


Thr 


Thr 


Leu 


Thr 


Arg 


Gin 


Asp 


1 








5 








Asp 


Val 


Leu 


Cys 


Glu 


Phe 


Leu 


Glu 








20 










Val 


Arg 


Glu 


Val 


Tyr 


Pro 


Val 


Gly 






35 










40 


Asn 


Val 


Pro 


Val 


Gin 


Met 


Ser 


Cys 




50 










55 




Gin 


Asp 


Thr 


Leu 


His 


Cys 


Val 


Lys 


65 










70 






Glu 


Lys 


Val 


Val 


Val 


Val 


I le 


Leu 










85 








Lys 


Phe 


Val 


Phe 


Glu 


Me 


Thr 


Gin 








100 










Asp 


Ser 


Leu 


Leu 


Ser 


His 


Val 


Glu 






115 










120 


Lys 


I le 


Ser 


Val 


Cys 


Asp 


Ala 


Val 




130 










135 




Thr 


Phe 


Thr 


Val 


Leu 


Val 


His 


Thr 


145 










150 






Glu 


Lys 


I le 


Gin 


Val 


I le 


Lys 


Asp 










165 








Gin 


Asp 


Val 


His 


Met 


His 


Asp 


Pro 



Leu 


Asn 


Phe 


Gly 


Gin 


Val 


Val 


Ala 




10 










15 




Val 


Ala 


Val 


His 


Leu 


I le 


Leu 


Tyr 


25 










30 






1 le 


Phe 


Gin 


Lys 


Arg 


Lys 


Lys 


Tyr 










45 








His 


Pro 


Glu 


Leu 


Asn 


Gin 


Tyr 


1 le 








60 










Pro 


Leu 


Leu 


Glu 


Lys 


Asn 


Asp 


Val 






75 










80 


Asp 


Lys 


Glu 


His 


Arg 


Pro 


Val 


Glu 




90 










95 




Pro 


Pro 


Leu 


Leu 


Ser 


I le 


Ser 


Ser 


105 










110 






Gin 


Leu 


Leu 


Arg 


Ala 


Phe 


I le 


Leu 










125 








Leu 


Asp 


His 


Asn 


Pro 


Pro 


Gly 


Cys 








140 










Arg 


Glu 


Ala 


Ala 


Thr 


Arg 


Asn 


Met 






155 










160 


Phe 


Pro 


Trp 


I le 


Leu 


Ala 


Asp 


Glu 




170 










175 




Arg 


Leu 


I le 


Pro 


Leu 


Lys 


Thr 


Met 



185 190 
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Thr Ser Asp Me Leu Lys Met Gin Leu Tyr Val Glu Glu Arg Ala His 

195 200 205 

Lys Gly Ser 
210 



<210> 20 

<211> 2869 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (569).. (2170) 
<400> 20 

cacgaagcag ggaaagggat ctggtaaaac ctaaatatga cctggataga acagatccat 60 
tagaaaataa ttatactcca gtctcttcgg tacctagtat ttcatctggc cactaccctg 120 
taectacttt gagcagcact attacagtaa ttgctcctac tcatcatgga aacaacacta 180 
ccgaaagttg gtctgaattt catgaagacc aagtggacca taactcttac gtaagaccac 240 
ccatgccaaa gaaacggtgt agagactatg atgaaaaggg tttttgtatg agaggagaca 300 
tgtgtccttt tgatcatgga agtgatccag tagttgtaga agatgtgaat cttcctggta 360 
tgctgccttt cccagcacag cctcctgttg ttgaaggacc acctcctcct ggactccccc 420 
cacctccacc aattcttaca cccccacctg tgaatctcag gcccccagta ccaccgccag 480 
gtccattgcc acccagtctc ccacctgtta cagatgatat ttcttattct ttggttttga 540 
caggaccacc acctccactt ccagacctat gtatagacac agagtgcatg cacaaaggcc 600 
caacttgata ggactaacat caggggatat ggatttgcca cccagagaaa agcctcccaa 660 
taaaagcagt atgaggatag tagtggactc agaatcaagg aaaagaacca ttggttctgg 720 
agagcctgga gttcctacaa agaagacttg gtttgataaa ccaaatttta atagaacaaa 780 
cagcccaggc tttcagaaga aggttcaatt tggaaatgaa aataccaagc ttgaacttag 840 
aaaagttcct ccagaattaa ataatatcag caaacttaat gaacatttta gtcgatttgg 900 
aaccttggtt aacttacagg ttgcttataa tggtgatcct gaaggtgccc taatccaatt 960 
tgcaacatac gaagaagcaa agaaagcaat atcaagtacg gaagcagtat taaacaatcg 1020 
ctttattaag gtttattggc acagagaagg aagcacccaa cagttacaaa ctacttctcc 1080 
aaagccttta gtccagcagc ccattttgcc tgttgtgaag cagtcagtca aagagcggct 1140 
gggtccagta ccttcaagta ctattgaacc tgcagaagcc cagagtgcct cttcagacct 1200 
tcctcaggtg ttgtctacat ctactggcct aacaaaaaca gtgtataatc cagctgcttt 1260 
gaaggctgca caggaaacct tacttgtttc cacctctgca gttgataata atgaagcaca 1320 
gaaaaaaaaa caggaggcat tgaaacttca gcaggatgta aggaaaagga aacaagaaat 1380 
tttagaaaag cacattgaaa cacagaagat gttaatttca aaactggaga aaaacaaaac 1440 
aatgaagtct gaagataaag cagaaataat gaaaacttta gaggttttga caaaaaatat 1500 
taccaagttg aaagatgagg tcaaagctgc ttctcctgga cgctgtcttc caaaaagtat 1560 
aaaaaccaag actcagatgc agaaggaatt acttgacaca gaactggatt tatataagaa 1620 
gatgcaggct ggagaagaag tcactgaact taggagaaag tatacagaat tacagctgga 1680 
agctgccaaa cgagggattc tttcatctgg tcggggcaga ggaattcatt caagaggtcg 1740 
aggtgcagtt catggccgag gcagggggcg agggcgaggg cgaggtgtgc ctggtcatgc 1800 
tgtggtggat caccgtccca gggcattgga gatttctgca tttacgggga gcgatagaga 1860 
agatcttctt cctcattttg cgcaatatgg tgaaattgaa gattgtcaga ttgatgattc 1920 
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ctcacttcat gcagtaatta cattcaagac 
tggagctcgt ttcaaagggc aagatctaaa 
ttcagctgtt gaaacagaag aagttgagcc 
ggtggatgac tcattacttc aagatgatga 
ttggagaaga tgatttgact gatcattgat 
attagtatta tctaatgtac ttttacatat 
gaagatggat ttcacaaata gacaaaaaag 
aaagattgat gtttgcattt tacttcagta 
atatgcaatg tttttattac atacttctac 
taatttaatg aataggtctg aaaacttatg 
gttttattcc aaataaggaa tgaatttgca 
gaatagataa catagtactc taactaaagt 
tagtatgctt aggctttact atgtattagc 
tatgggtttt aatgataatg gtgtatgact 
ttataataaa gtggaatggt ctctttaaaa 
gacaaaaaaa aaaaaaaaaa aaaaaagcca 



aagagcagaa gctgaagcag ctgcagttca 1980 
actggcatgg aataaaccag taactaatat 2040 
tgatgaagaa gaatttcagg aagagtcttt 2100 
tgaagaagaa gaggacaatg aatctcgttc 2160 
ctgcatatgc tagaactcta cctgtgtttc 2220 
ttgtaaaaac aatttttggt aaaatgtgat 2280 
aagaaaacta ccttctgatc ttgtattttg 2340 
aacaattgct aaagacatca cactagaaac 2400 
tggacatcac agaattcttt gggttctttg 2460 
accaatactt gttataactt agaggacttt 2520 
tttaaaatct taatgaatgt tttcaaaact 2580 
ctccaagtta tgtattataa tattacatag 2640 
cttttgttgg actgtgtatg tattttacca 2700 
gctttacatg agtccttatg catccagatg 2760 
aaaaaaaagg aaagaaaaga gaaaagcaat 2820 
agacaatgtt ccttgattt 2869 



<210> 21 
<211> 534 
<212> PRT 

<213> Homo sapiens 
<400> 21 



Met 


Tyr 


Arg 


His 


Arg 


Val 


His 


Ala Gin 


Arg 


Pro Asn 


Leu 


I le Gly Leu 


1 








5 








10 






15 


Thr 


Ser 


Gly 


Asp 


Met 


Asp 


Leu 


Pro Pro 


Arg 


Glu Lys 


Pro 


Pro Asn Lys 








20 








25 








30 


Ser 


Ser 


Met 


Arg 


I le 


Val 


Val 


Asp Ser 


Glu 


Ser Arg 


Lys 


Arg Thr I le 






35 










40 






45 




Gly 


Ser 


Gly 


Glu 


Pro 


Gly 


Val 


Pro Thr 


Lys 


Lys Thr 


Trp 


Phe Asp Lys 




50 










55 






60 






Pro 


Asn 


Phe 


Asn 


Arg 


Thr 


Asn 


Ser Pro 


Gly 


Phe Gin 


Lys 


Lys Val Gin 


65 










70 








75 




80 


Phe 


Gly 


Asn 


Glu 


Asn 


Thr 


Lys 


Leu Glu 


Leu 


Arg Lys 


Val 


Pro Pro Glu 








85 








90 






95 


Leu 


Asn 


Asn 


1 le 


Ser 


Lys 


Leu 


Asn Glu 


His 


Phe Ser 


Arg 


Phe Gly Thr 








100 








105 








110 


Leu 


Val 


Asn 


Leu 


Gin 


Val 


Ala 


Tyr Asn 


Gly 


Asp Pro 


Glu 


Gly Ala Leu 






115 










120 






125 




Me 


Gin 


Phe 


Ala 


Thr 


Tyr 


Glu 


Glu Ala 


Lys 


Lys Ala 


I le 


Ser Ser Thr 




130 










135 






140 






Glu 


Ala 


Val 


Leu 


Asn 


Asn 


Arg 


Phe I le 


Lys 


Val Tyr 


Trp 


His Arg Glu 


145 










150 








155 




160 


Gly 


Ser 


Thr 


Gin 


Gin 


Leu 


Gin 


Thr Thr 


Ser 


Pro Lys 


Pro 


Leu Val Gin 










165 








170 






175 


Gin 


Pro 


1 le 


Leu 


Pro 


Val 


Val 


Lys Gin 


Ser 


Val Lys 


Glu 


Arg Leu Gly 



180 185 190 
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Pro 


Val Pro 


Ser Ser Thr 1 1 e 


Glu 




195 




200 


Ser 


Asp Leu 


Pro Gin Val Leu 


Ser 




210 


215 




Val 


Tyr Asn 


Pro Ala Ala Leu 


Lys 


225 




230 




Ser 


Thr Ser 


Ala Val Asp Asn 


Asn 






245 




Ala 


Leu Lys 


Leu Gin Gin Asp 


Val 






260 




Glu 


Lys His 


I le Glu Thr Gin 


Lys 




275 




280 


Asn 


Lys Thr 


Met Lys Ser Glu 


Asp 




290 


295 




Glu 


Val Leu 


Thr Lys Asn 1 1 e 


Thr 


305 




310 




Ala 


Ser Pro 


Gly Arg Cys Leu 


Pro 






325 




Met 


Gin Lys 


Glu Leu Leu Asp 


Thr 






340 




Gin 


Ala Gly 


Glu Glu Val Thr 


Glu 




355 




360 


Gin 


Leu Glu 


Ala Ala Lys Arg 


Gly 




370 


375 




Gly 


I le His 


Ser Arg Gly Arg 


Gly 


385 




390 




Arg 


Gly Arg 


Gly Arg Gly Val 


Pro 






405 




Pro 


Arg Ala 


Leu Glu Me Ser 


Ala 






420 




Leu 


Leu Pro 


His Phe Ala Gin 


Tyr 




435 




440 


Asp 


Asp Ser 


Ser Leu His Ala 


Val 




450 


455 




Ala 


Glu Ala 


Ala Ala Val His 


Gly 


465 




470 




Lys 


Leu Ala 


Trp Asn Lys Pro 


Val 






485 




Glu 


Glu Val 


Glu Pro Asp Glu 


Glu 






500 




Asp 


Asp Ser 


Leu Leu Gin Asp 


Asp 




515 




520 


Ser 


Arg Ser 


Trp Arg Arg 






530 







<210> 22 
<211> 1876 



Pro Ala 


Glu Ala Gin 


Ser Ala 


Ser 




205 






Thr Ser 


Thr Gly Leu 


Thr Lys 


Thr 




220 






Ala Ala 


Gin Glu Thr 


Leu Leu 


Val 




235 




240 


Glu Ala 


Gin Lys Lys 


Lys Gin 


Glu 


250 




255 




Arg Lys 


Arg Lys Gin 


Glu He 


Leu 


265 




270 




Met Leu 


1 le Ser Lys 


Leu Glu 


Lys 




285 






Lys Ala 


Glu 1 le Met 


Lys Thr 


Leu 




300 






Lys Leu 


Lys Asp Glu 


Val Lys 


Ala 




315 




320 


Lys Ser 


I le Lys Thr 


Lys Thr 


Gin 


330 




335 




Glu Leu 


Asp Leu Tyr 


Lys Lys 


Met 


345 




350 




Leu Arg 


Arg Lys Tyr 


Thr Glu 


Leu 




365 






1 1 e Leu 


Ser Ser Gly 


Arg Gly 


Arg 




380 






Ala Val 


His Gly Arg 


Gly Arg 


Gly 


• 


395 




400 


Gly His 


Ala Val Val 


Asp His 


Arg 


410 




415 




Phe Thr 


Gly Ser Asp 


Arg Glu 


Asp 


425 




430 




Gly Glu 


lie Glu Asp 


Cys Gin 


lie 




445 






1 le Thr 


Phe Lys Thr 


Arg Ala 


Glu 




460 






Ala Arg 


Phe Lys Gly 


Gin Asp 


Leu 




475 




480 


Thr Asn 


I I e Ser A I a 


Val Glu 


Thr 


490 




495 




Glu Phe 


Gin Glu Glu 


Ser Leu 


Val 


505 




510 




Asp Glu 


Glu Glu Glu 


Asp Asn 


Glu 




525 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (302). . (1243) 
<400> 22 

gaaggaagcc cccagcccct tccaggccct 
ccaagccctg ccaccgcact acgggaggcc 
cgccgacgcg gacggcttgg cccctgatgt 
ggcactctca cccgaagaca agcccatccg 
gcgggagggc ccggaggaag aaccgctggc 
catggacgag ggccccacag agctgccgcc 
ggaagccatg gctaccccca gccctgcagg 
ggcgctgagt gccaccgggc agagctgcgc 
ggggcctgaa ccacgggtgg attccccggg 
cctgggggtg cagctgacac ccgagacact 
gcctgtggcg gtgcccgtgg tggaggcagt 
gagcgagtcc cagcccaccc tagaaatgtc 
gtgcccgagc ctggagcccc aagaggccgt 
agaggcaagc tctgaccagt tcctgcccag 
cctggcggca gctgcggagc tgccccaggc 
agcccaggcc ttggagaagc tggaagcagc 
gcatggcatc accctgctaa gtgagatcgc 
ccaaggcctc ccaccgtgca tgggacaggg 
tgccaggggc cctgccccca ccctctcagg 
ggggttgcag cccggagtgt ctgtcaaagg 
accctggtcc aaaccctcac actacagaaa 
cacgcctggc ccctccocac ccaggaggga 
tgtaccaaga gactcgcccc gcccctgtat 
attatatata taaagataaa tatatataaa 
aatagctatg aaattataaa aaaaaaacat 
ctgttagatt atagtgtcta gcaccggctt 
cgcccacccc gccaagtgta ctgtactcac 
gagaagaggg agaggcagga gccggccoaa 
cacttaacca ggccccaagc cttcaaggga 
gaaggaaaag ccagactttg ggtttgtttt 
gtttcttttg gaattttgtt tgttggcaaa 
gaaaagattt aattgg 



gttctcagat atcccgccca ggtacccgtt 60 
ctaccctttc ctgctgcagc ccacggccgc 120 
gccgctcocg gctgatgggc ccgagcgcct 180 
cttgtccccc tccaagatca cagagccgct 240 
tgagcgggag gtgaaggcag aggtggagga 300 
tctggagtcg ccgctgccac tgcccgccgc 360 
gggttgtgga ggtggcctgt tggaggccca 420 
agagccctct gagtgtccag actttgtgga 480 
ccggacagaa ccctgcaccg ccgccctgga 540 
ggcggaggcc aaggaggagc cggtggaggt 600 
gcccgaggaa ggcctggcgc aggtggcacc 660 
agactgtgac gtgcccgccg gggagggaca 720 
gcctgtactc ggcagcacct gcttcctgga 780 
tctggaggac ccactggctg gcatgagcgc 840 
caggcctctg ccctccccgg gtgctgctgg 900 
cgagagcctt gtcttggagc agagcttcct 960 
agagctggag ctggagagga ggagcccacc 1020 
cagcccgatg ccagctggcc tacctgactg 1080 
atggcctaga cttggggaac agagccgggt 1140 
caccaggtgg agagggcccg gcacaggccc 1200 
accccaatgg tgctgaaact gtcgcccggc 1260 
ggtggcactt cttaacctgt acagttttat 1320 
cataagcctt taaatggagt caacttttta 1380 
tatatatata aactttttaa aactgtgaaa 1440 
tctgacgtgc agaatattat tttttatttc 1500 
caccggcctc ccagtcccca gcacaccccc 1560 
cccccaggat agagaagtgt ttgttaggga 1620 
gcccagggtc cctgcttggg ccccagaaag 1680 
aaccaaggcc tcaaccagac aatcttgagg 1740 
ttgggggaat tattggtttt ttttttttat 1800 
ttctgtgtga tcttttttca taaaaaaaaa 1860 

1876 



<210> 23 
<211> 314 
<212> PRT 

<213> Homo sapiens 



<400> 23 
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Met 


Asp 


Glu 


Gly Pro Thr Glu Leu 


1 






5 


Leu 


Pro 


Ala 


Ala Glu Ala Met Ala 








20 


Gly 


Gly 


Gly 


Leu Leu Glu Ala Gin 






35 


40 


Cys 


Ala 


Glu 


Pro Ser Glu Cys Pro 




50 




55 


Arg 


Val 


Asp 


Ser Pro Gly Arg Thr 


65 






70 


Leu 


Gly 


Val 


Gin Leu Thr Pro Glu 








85 


Pro 


Val 


Glu 


Val Pro Val Ala Val 








100 


Glu 


Gly 


Leu 


Ala Gin Val Ala Pro 






115 


120 


Met 


Ser 


Asp 


Cys Asp Val Pro Ala 




130 




135 


Glu 


Pro 


Gin 


Glu Ala Val Pro Val 


145 






150 


Glu 


Ala 


Ser 


Ser Asp Gin Phe Leu 








165 


Gly 


Met 


Ser 


Ala Leu Ala Ala Ala 








180 


Leu 


Pro 


Ser 


Pro Gly Ala Ala Gly 






195 


200 


Ala 


Ala 


Glu 


Ser Leu Val Leu Glu 




210 




215 


Leu 


Leu 


Ser 


Glu I le Ala Glu Leu 


225 






230 


Gin 


Gly 


Leu 


Pro Pro Cys Met Gly 








245 


Leu 


Pro 


Asp 


Cys Ala Arg Gly Pro 








260 


Arg 


Leu 


Gly 


Glu Gin Ser Arg Val 






275 


280 


Lys 


Gly 


Thr 


Arg Trp Arg Gly Pro 




290 




295 


Pro 


Ser 


His 


Tyr Arg Lys Pro Gin 


305 






310 



Pro 


Pro 


Leu 


Glu Ser Pro Leu 


Pro 




10 




15 




Thr 


Pro 


Ser 


Pro Ala Gly Gly 


Cys 


25 






30 




Ala 


Leu 


Ser 


Ala Thr Gly Gin 


Ser 








45 




Asp 


Phe 


Val 


Glu Gly Pro Glu 


Pro 








60 




Glu 


Pro 


Cys 


Thr Ala Ala Leu 


Asp 






75 




80 


Thr 


Leu 


Ala 


Glu Ala Lys Glu 


Glu 




90 




95 




Pro 


Val 


Val 


Glu Ala Val Pro 


Glu 


105 






110 




Ser 


Glu 


Ser 


Gin Pro Thr Leu 


Glu 








125 




Gly 


Glu 


Gly 


Gin Cys Pro Ser 


Leu 








140 




Leu 


Gly 


Ser 


Thr Cys Phe Leu 


Glu 






155 




160 


Pro 


Ser 


Leu 


Glu Asp Pro Leu 


Ala 




170 




175 




Ala 


Glu 


Leu 


Pro Gin Ala Arg 


Pro 


185 






190 




Ala 


Gin 


Ala 


Leu Glu Lys Leu 


Glu 








205 




Gin 


Ser 


Phe 


Leu His Gly Me 


Thr 








220 




Glu 


Leu 


Glu 


Arg Arg Ser Pro 


Pro 






235 




240 


Gin 


Gly 


Ser 


Pro Met Pro Ala 


Gly 




250 




255 




Ala 


Pro 


Thr 


Leu Ser Gly Trp 


Pro 


265 






270 




Gly 


Leu 


Gin 


Pro Gly Val Ser 


Val 








285 




Gly 


Thr 


Gly 


Pro Pro Trp Ser 


Lys 








300 




Trp 


Cys 









<210> 24 

<211> 1907 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (446). . (1087) 
<400> 24 

ataagggaaa aaaactccat taaaaagccc agctttcctc catgttagat gtgacttgga 60 
aaatgagaaa gatttagcaa aattccaccg tgtcttttgc caggctagag acagggagag 120 
cagagtaaaa ccctcaggct gctgaaattt ctaggctgtt aggaagcccc tcgaattctg 180 
tgaaaatgag ggtttcttaa ctcacactga gagcggaaag gggcagaccc ttttcataac 240 
tccctcaagt gtgtgttacc tttctttacc agcatggtaa gcaacaggac atatcccagc 300 
ctcggacatg tctgtatgat ccaaggtacc caaagtcaga cagagtaaac tcaagcctgg 360 
cactggcttt ctgccgcttc atgtgctttg gaaaaagcag gagaagcaat agcagcagga 420 
gtccccagca gctggagccg caagaatgaa ctgcaaagag ggaactgaca gcagctgcgg 480 
ctgcaggggc aacgacgaga agaagatgtt gaagtgtgtg gtggtggggg acggtgccgt 540 
ggggaaaacc tgcctgctga tgagctacgc caacgacgcc ttcccagagg aatacgtgcc 600 
cactgtgttt gaccactatg cagttactgt gactgtggga ggcaagcaac acttgctcgg 660 
actgtatgac accgcgggac aggaggacta caaccagctg aggccactct cctaccccaa 720 
cacggatgtg tttttgatct gcttctctgt cgtaaaccct gcctcttacc acaatgtcca 780 
ggaggaatgg gtccccgagc tcaaggactg catgcctcac gtgccttatg tcctcatagg 840 
gacccagatt gatctccgtg atgacccaaa aaccttggcc cgtttgctgt atatgaaaga 900 
gaaacctctc acttacgagc atggtgtgaa gctcgcaaaa gcgatcggag cacagtgcta 960 
cttggaatgt tcagctctga ctcagaaagg tctcaaagcg gtttttgatg aagcaatcct 1020 
caccattttc caccccaaga aaaagaagaa acgctgttct gagggtcaca gctgctgttc 1080 
aattatctga ggttgtctgg gacctgcctc caccccatcc agggatgaga atggcagcca 1140 
atctctgtgg ccaagctcca gccaaaaagg agggcacgac cagaaaggaa ctccctttgc 1200 
acggaggctt gccccatcac cctctgagcc ctcccaacac agcacactag tcagcccact 1260 
gccacgacct ccctgccagc cagaagcatc cgtactgcac gctgtctgag aatgctgggc 1320 
ctggattgca gacagtgccg ctgctgatcg catcaaaaac aaagtcaaag gccatctcac 1380 
attttacaaa tccccagctc atgaacgtga agctgatagg aaatcacccc agggaacccg 1440 
aaaaagaaac ttgattcctc tattgctggc cttacttgat gtcttttata aaacttggga 1500 
ctacaatact aacctttttt tctgaatctg ctgttctacc catgtgtctc acattcattt 1560 
gtattatttc aagaaatgta ctaatttcca gttcactcag gccttactaa tccataccaa 1620 
attagcctaa agacaaggca ttttatattc atttctattt tcagcatgtt tctaccaaag 1680 
ctattagaac caacacgtac ctctgaatgc ccgattataa gaagacatga gaagacttta 1740 
aaagttttgg aaatttacag agccatgatt tttgaaccta attgaaagaa aaccatctga 1800 
attgttgcag gtccacattt ttgccaaaga tacactctat agatgcttag tagtggcctg 1860 
atttttttcc atgtattgcc acgacaaact aaaaatgaac tgtgttt 1907 



<210> 25 
<211> 214 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Met Asn Cys Lys Glu Gly Thr Asp Ser Ser Cys Gly Cys Arg Gly Asn 

15 10 15 

Asp Glu Lys Lys Met Leu Lys Cys Val Val Val Gly Asp Gly Ala Val 
20 25 30 
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Gly 


Lys 


Thr 


Cys Leu Leu 


Met Ser 






35 




40 


Glu 


Tyr 


Val 


Pro Thr Val 


Phe Asp 




50 






55 


Gly 


Gly 


Lys 


Gin His Leu 


Leu Gly 


65 






70 




Asp 


Tyr 


Asn 


Gin Leu Arg 


Pro Leu 








85 




Leu 


I le 


Cys 


Phe Ser Val 


Val Asn 








100 




Glu 


Glu 


Trp 


Val Pro Glu 


Leu Lys 






115 




120 


Val 


Leu 


I le 


Gly Thr Gin 


I le Asp 




130 






135 


Ala 


Arg 


Leu 


Leu Tyr Met 


Lys Glu 


145 






150 




Val 


Lys 


Leu 


Ala Lys Ala 


I le Gly 








165 




Ala 


Leu 


Thr 


Gin Lys Gly 


Leu Lys 








180 




Thr 


I le 


Phe 


His Pro Lys 


Lys Lys 






195 




200 


Ser 


Cys 


Cys 


Ser Me Me 





210 



Tyr Ala 


Asn Asp Ala 


Phe Pro 


Glu 




45 






His Tyr 


Ala Val Thr 


Val Thr 


Val 




60 






Leu Tyr 


Asp Thr Ala 


Gly Gin 


Glu 




75 




80 


Ser Tyr 


Pro Asn Thr 


Asp Val 


Phe 


90 




95 




Pro Ala 


Ser Tyr His 


Asn Val 


Gin 


105 




110 




Asp Cys 


Met Pro His 


Val Pro 


Tyr 




125 






Leu Arg 


Asp Asp Pro 


Lys Thr 


Leu 




140 






Lys Pro 


Leu Thr Tyr 


Glu His 


Gly 




155 




160 


Ala Gin 


Cys Tyr Leu 


Glu Cys 


Ser 


170 




175 




Ala Val 


Phe Asp Glu 


Ala Me 


Leu 


185 




190 




Lys Lys 


Arg Cys Ser 


Glu Gly 


His 




205 







<210> 26 
<211> 4869 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (150). . (4082) 
<400> 26 

aatgatttcc tcagtgatta cgtacagagc 
agccatcctg atggctttgg gggccttgct 
agcgacagcg cagtccaaga ccttgcagga 
ccctcaaaga ccccaactgt aaacttgaag 
gtaagaagag gccggaagac ggggaggagt 
gctgcctcca ggtgtttgaa tcgctgagcg 
aactgacaga tggagtggat gttgaagatg 
cttctagcaa ggatcagact tcccctagcc 
aaggtggccc tgggcttcca tacccgtgtc 
gctacctaaa gcaccatgag cagagtcaca 
gcagtaggct gttcaaacac aagcgcagcc 
acaagaagta ccactgcagt gaatgtgatg 



gagtccctgc gggttagggg ccccctctgg 60 
tccattttcc attattatgt ggactaccgg 120 
tgtctcgccg caagcaagcg aaaccgagat 180 
acaagactga agatggagag gcactagatt 240 
tggaagacga agctgtgcac agctgtgaca 300 
atatcacaga acacaagatt aatcaatgtc 360 
atccgacttg ctcttggcca gcttcctcac 420 
atggagaagg ttgcgatttt ggagaggaag 480 
aattctgtga caagtcgttt agccgcctca 540 
gtgacaaact gcctttcaaa tgcacctact 600 
gagatcgcca cataaaactc cacaccgggg 660 
ctgcgttttc cagaagtgat cacttgaaga 720 
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tccacttaaa gactcacacg tccaacaagc 
ttctgtcctc tagttcctta cacggacaca 
ctcagtccgg ttccaggatg gaggactgga 
gtgaggaagg ctttgacttc ccggaagacc 
aatgctcccc aaatgaggac cgagcggccc 
tagaggagac ctccctcatg aaccacatgg 
catgcagcat ttgttctgag agtttccaca 
gtcaccagca accggagtca tgcaatcaca 
atacctccgt gtccagtacg actccagatt 
tggaagctgc cccgccaatc ccaaagagtc 
ctgacatgac tggtccctcg agtaaacaag 
acaaacaatt attttcaagt cttgcagttc 
ataagccaga acaggcccat atttgtcagt 
acctaaatga acatcttaag caagtgcatg 
ccatgcctgc cattgtctac cagtgtaact 
ctcttcagga acacatccga tgttctcatg 
atgcattctt ttgtccccat tgctatatgg 
atattagaca ggttcattgt gacctcagtg 
ctcccaaaga accagtagta gaagtctatt 
tcaacagcgt tcttaaactg aacaagcata 
ccctgaatta tatccacaat gggaagaaat 
ccatagagca gacatctctt aagatgatgc 
ctggagaata tatctgtaat caatgtggtg 
ctcacctaaa aactcatctc gacactgtgc 
aggaattccc caaccaagaa tccttgctga 
caacgtatta catctgtgag agttgtgaca 
aacacctgct ggacatgcac acctttgtct 
ttgactcaaa agtctccatt cagctccact 
tctataggtg cacatcttgc aactgggact 
tgaaacacaa ccacctggaa aaccaaggga 
cctttggcac cgaggtggag ctgcaatgcc 
gcaagttctg tagcaaagcc ttccatgcga 
aacactgtgt attcgaaacc aagacaccca 
tgcagaaaga ggaagtggag ctgcagactt 
gtcacgatgg gagcgaagaa gacgttgaca 
gtggggcagc ctacactatg gaaactttgc 
tcagacctgg agaaagtgcc atcgtgaaaa 
agtgcaacgt gtgctctcga accttcttct 
cccacctagg ccctgtcaaa cactacatgt 
ttttaactct tactgaacac aaagtcacgc 
ggatttgcaa gatgcctctc cagagtgaag 
ctgacttgag gaattccctg acaggctttc 
ccaccttgga actcaaaatc catgggacgt 
cagttcagac cacagggcgg ggccagcacg 
tcaaagaatt ccgttccaag caagatctgg 
gtctgtgtgc cggctgcgtg aatctcagta 
ccggcacgaa tagaccaggc ttgggccaga 
gcaaggtggg gggactgaag acacgctgct 



catataaatg tgccatttgt cgccgtgggt 780 
tgcaggttca tgagaggaac aaggacggct 840 
agatgaagga cactcagaag tgcagtcagt 900 
tccaaaaaca cattgcagag tgccaccccg 960 
tccagtgtgt ctactgccac gagctcttcg 1020 
agcaggtgca tagcggggag aagaagaact 1080 
cagttgagga actgtacagc cacatggaca 1140 
gcaacagccc ttccctggtc acggtgggct 1200 
ccaacctctc agtggacagc tcaaccatgg 1260 
gagggaggaa gagggccgct caacaaaccc 1320 
caaaagttac ctacagctgt atttactgca 1380 
tgcagattca cctgaaaact atgcacttag 1440 
attgcttgga ggtcctgccc tcactctata 1500 
aagctcagga cccaggtctg attgtttctg 1560 
tctgttccga agttgtcaac gacctcaaca 1620 
gatttgcaaa ccctgcagct aaagatagta 1680 
ggtttctcac tgactcttcc ctggaagagc 1740 
gctcccgatt tgggtctcca gtgcttggga 1800 
cttgttccta ttgtacaaat tcgccaatat 1860 
tcaaagagaa tcataaaaac attcccttgg 1920 
ccagggcctt aagcccccta tctcctgtgg 1980 
aggcagtagg aggtgcacct gcacgcccca 2040 
ctaagtacac atccctagac agctttcaga 2100 
ttccaaaatt gacctgtcct cagtgcaaca 2160 
agcatgttac cattcacttt atgatcactt 2220 
agcaattcac atcagtggat gaccttcaga 2280 
tctttcgctg caccctctgc caggaagttt 2340 
tggctgtgaa gcacagtaac gaaaagaaag 2400 
tccgcaacga aactgacttg cagctccatg 2460 
aagtgcataa gtgcattttc tgcggtgagt 2520 
acatcaccac tcacagtaag aagtacaact 2580 
tcattttgtt agaaaaacac ttgcgagaaa 2640 
actgtggaac aaatggagct tccgagcaag 2700 
tgctgaccaa cagccaggag tcccacaaca 2760 
cctctgagcc tatgtacggc tgcgacattt 2820 
tgcagaatca ccagctccga gaccacaaca 2880 
agaaagctga gctcattaaa gggaattaca 2940 
ccgaaaatgg cctccgggaa catatgcaga 3000 
gccctatttg cggagagcgg tttccctccc 3060 
atagtaagag tcttgatact ggaaactgcc 3120 
aggagttttt agagcattgc caaatgcacc 3180 
gctgcgtggt gtgcatgcag acagtgacct 3240 
tccacatgca aaagacaggg aatgggtctg 3300 
tccaaaaact gtataagtgc gcatcttgcc 3360 
tgaaacttga tatcaatggc ctgccatatg 3420 
agagcgccag cccaggcatt aacgtccctc 3480 
atgagaatct gagtgccatt gaggggaaag 3540 
ctagctgcaa cgttaagttt gagtctgaaa 3600 
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gtgaactcca gaaccacatc caaaccatcc 
cacagttgaa aacgccccaa gtatcaccaa 
agaagaagac ctatcaatgc atcaagtgtc 
aggttcatgt tgcaaatcac atgattgatg 
gccagacctt tgactctcct gccaaactcc 
ggatgggagg caccttcaag tgtccagtct 
tgcagcagca tattttctct gcccatggac 
gtccacagaa gtttttcttc caaacagagc 
gttagtgcaa gtacagtctc tcaaggagaa 
tttactcttt gcacgaaact ttcattgtta 
ccataaaact tgtattatca aactgttgga 
atagacccct tgtatataaa gtgttgcaca 
ttataaagac aagtggactt gggccctatt 
accaaaatgg cttaagataa agtattttta 
atgagactat ggttggactt ccttttcttt 
tatcagcgct taaatccaag actatttttt 
gatgttctca cagaacagaa ccccacagct 
ccttgcaatg tgacaggtag catcactata 
gaattttttt ttccctggat acatttgaag 
ttcacgcagc caaattcttg aatcagttga 
tactctgcag tctgaacctg gagattactg 
tttaccatt 



accgagagct cgtgccagac agcaacagca 3660 
tgcccagaat cagtccctcc cagtcggatg 3720 
agatggtttt ctacaatgaa tgggatattc 3780 
aaggactgaa ccatgaatgc aaactctgca 3840 
agtgccacct gatagagcac agcttcgaag 3900 
gctttacagt atttgttcaa gcaaacaagt 3960 
aagaagacaa gatctatgac tgtacacaat 4020 
tgcagaatca tacaatgacc caacacagca 4080 
ttgattttgt ggcacaaaaa gggaacatgt 4140 
atgtatatta ttcagaaaca ttgtattgta 4200 
tgttcatgtg tttgaacttt tgcgcaccgg 4260 
tgtattatgt cgtctgatac taaaatggtc 4320 
caggcaagat taaaaaaaaa aaagactatg 4380 
aggaagaaag attaaaaaca actgttatac 4440 
acacttaagc ctagaatttc tctttaggta 4500 
attgctgaag attcttgcaa accatgaaga 4560 
ggataaggcc cgtatatata tatttgtaag 4620 
tatgcaatag ttgttatgta gactgtcaaa 4680 
ctttgagtgt tcaaggtttt ccttaatgat 4740 
actaacctgt atgttactgt tattaatgtt 4800 
gaattgtttt ccaagaggaa ataaattcag 4860 

4869 



. <210> 27 
<211> 1311 
<212> PRT 

<213> Homo sapiens 



<400> 27 



Met 


Ser 


Arg 


Arg 


Lys 


Gin 


Ala 


Lys 


1 








5 








Cys 


Lys 


Leu 


Glu 


Asp 


Lys 


Thr 


Glu 








20 










Lys 


Arg 


Pro 


Glu 


Asp 


Gly 


Glu 


Glu 






35 










40 


Cys 


Asp 


Ser 


Cys 


Leu 


Gin 


Val 


Phe 




50 










55 




His 


Lys 


I le 


Asn 


Gin 


Cys 


Gin 


Leu 


65 










70 






Asp 


Pro 


Thr 


Cys 


Ser 


Trp 


Pro 


Ala 










85 








Thr 


Ser 


Pro 


Ser 


His 


Gly 


Glu 


Gly 








100 










Gly 


Pro 


Gly 


Leu 


Pro 


Tyr 


Pro 


Cys 






115 










120 


Arg 


Leu 


Ser 


Tyr 


Leu 


Lys 


His 


His 




130 










135 





Pro 


Arg 


Ser Leu 


Lys 


Asp 


Pro 


Asn 




10 








15 




Asp 


Gly 


Glu Ala 


Leu 


Asp 


Cys 


Lys 


25 








30 






Leu 


Glu 


Asp Glu 


Ala 


Val 


His 


Ser 








45 








Glu 


Ser 


Leu Ser 


Asp 


lie 


Thr 


Glu 






60 










Thr 


Asp 


Gly Val 


Asp 


Val 


Glu 


Asp 






75 








80 


Ser 


Ser 


Pro Ser 


Ser 


Lys 


Asp 


Gin 




90 








95 




Cys 


Asp 


Phe Gly 


Glu 


Glu 


Glu 


Gly 


105 








110 






Gin 


Phe 


Cys Asp 


Lys 


Ser 


Phe 


Ser 








125 








Glu 


Gin 


Ser His 


Ser 


Asp 


Lys 


Leu 



140 



